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Proximity-based site-specific modification of antibody by a novel cross-linking enzyme fusion protein
(Graduate School of Engineering, Kyushu University!, Center for Future Chemistry, Kyushu University 2)
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PUR-FEWE AR (Antibody-drug conjugate, ADC) [, HURDREFLM: & AR5y 13- D HZh A WL L 72k
HAREIMS & L THR ST 5, ADC OFERIZE W TIE, ADC DA MR LZ OB #L
B B IMEED G F L, 1EK, Lys A Cys 7R IL A X5 & 3 D{LREMTEN OV BT & 7208,
FURIZIZ I NGO T 2 RN S AFIET D720, ROGEMLOFIEIIRECH D, Zioxt LT, i
. AT o4 THUROEALF R IMEMITE & LT, PURHES ¥ v X7 B X DR ~D T2 e % 7]
M LTBERZ AW FERRE SN TWD D, UFEE Tl MAEWHRR T o X7 v 2 I —8iEH
HFTBRAR (ProMTG) IZHUIRFER % > 7327 & protein G (pG) % @G L7z ProMTG-pG 7%, 1gG Hifk
(Herceptin) OFFED Lys FIEITHE T~k Gln FE ZEffinge/2 Z L= R L7z, —J7. ProMTG-
pG ~DHC T~V & FURIE T2 2 EHEE AR S 2 &b AAFZETIE, pG HL
ZEH U7 pG A MTG Z R ZER L, 2 SOFEDER 25 7= (Fig. 1a),

FF PULD Fe F 7213 Fab S FFRANICHE ST 2 pG ZRAEKIZIER L, 215D Lys U Gin
FR I A E L L 72 ProMTG-pG(Fc), ProMTG-pG(Fab) % {EHL L7z, Herceptin & 45 pG & MTG 4
RZIRE% ., VW (ODeoo) HIEIZ KV BRI A FEAN L 72655 ProMTG-pG % W o356 & bk
LT, o pG @é MTG ZRKITIV TS ODeoo HAMEL . pG FNLOEHIT I 0 BEEENFH
IND T EDNREINTZ, £To, 1gG HUR L EMET LV Gln WEZ W AUEEEFHME L YV . pG @
2TOD Lys FRHE% Arg 51T, Gln 7% %A Asn FRIEIC{EHE L 72 ProMTG-pG(Fab) (28T, HL
T SOV IS DS SEEIZNH] S v, pG ELAI T D Lys FRIENH LT NNV DOKIER Th o722 E R ER
7= (Fig. 1b), Ll EOFERNG | pG HNLOFFREDWE L 7 I/ IR DOER I L > T, Flko
ARRE ORI LT, I, MNOEERKS ProMTG-pG & FIERIC, FUADESHIZHFET D
Lys65 (IZHEWET /L Gin FWEHZEMATRETH Y . %5 pG @e MTG ZBARDOHUE~D R EE/M R %
BT L7255, ProMTG-pG(Fab) (359 90% & @VMEARZZER L TWD 2 E LMo T,
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Fig. 1. (a) Design of novel ProMTG-pG mutants. (b) Conceptual diagram of this research. (¢) Evaluation
of cross-linking activity of ProMTG-pG(Fab).
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