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Precision analysis of the microbiome, from big data to manufacturing (‘bitBiome, Inc., *School
of Advanced Science and Engineering, Waseda University) OMasahito Hosokawa'*

Biomanufacturing is attracting attention as a means of both solving social problems and
achieving economic growth. To maximize the potential of biomanufacturing, the key to
development competitiveness lies in the ability to procure materials that can be processed and
manufactured from the vast number of microorganisms on the earth. We possess the technology
to sequence microbial genomes at the single-cell level (bit-MAP®), enabling us to obtain
precise genomic information from various microbiome samples. In addition, we have built the
microbial genome database (bit-GEM) consisting of 1.3 billion genes. We support next-
generation biomanufacturing by integrating synthetic biology, Al, and robotics technologies to
create bioproducts from big data. In this presentation, I will introduce our core technologies
and application examples.
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