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RNA takes various higher order structures, and small-molecules capable of recognizing
specific RNA 3D-structure are promising drug candidates. Despite its growing interest, it is
still not easy to develop the RNA-targeted small molecules that bind strongly and selectively
to particular structured RNAs. Therefore, development of related technologies and molecules
is desired. Using “Barcode microarray””, a high-throughput screening method allows to
evaluate RNA-small molecules interactions, we recently discovered that the G-clamp-
monomer exhibits site- and base-selective binding to guanine. In this study, here we present
the development of RNA-targeted small molecules designed to bind to specific nucleobases
based on complementary hydrogen bonding. The interactions between the synthesized small
molecules and RNA structure library were analyzed using the barcode microarray. In this poster
presentation, we plan to provide detailed reports on the design, synthesis, and the scanning
results of the small molecules developed.
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Fig 1. Schematic illustration of the large-scale analysis of RNA-small molecules interactions
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