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Construction of Peptide Condensate-like Environments by Confinement in Spherical
Coordination Cages ('Grad. School of Engineering, The Univ. of Tokyo, UTIAS, The Univ. of
Tokyo, *Inst. for Molecular Science ) oKenho Watanabe', Takahiro Nakama', Makoto Fujita'~

Repeated peptide sequences found in intrinsically disordered proteins are involved in
biomolecular condensate formation and other biological processes and thus attract growing
interest in revealing their interactions. However, the structural basis remains elusive because it
is difficult to precisely assemble such disordered peptides or proteins.

In this work, we constructed peptide assemblies like biomolecular condensates by confining
repeated peptides in spherical coordination cages (Fig. 1). The metallo-cages'?, self-assembled
from Pd(Il) ions and bis(pyridine) ligands, can precisely accumulate proteins and peptides
within their well-defined cavity, allowing us to analyze their interactions at high resolution. We
encapsulated repeated peptides (Phe-Gly), in the cage by condensation with bis(pyridine).
NMR analysis of the interaction between the repeated peptides and a protein will be discussed.
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