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Analysis of consensus sequence specificity in ER-endomannosidase.
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In the endoplasmic reticulum, folding process of N-linked glycoprotein is controlled by
endoplasmic reticulum glycoprotein quality control system (ERQC). It has been reported
lectin-like molecular chaperons and enzymes recognize not only glycan site but also peptides
neighboring its glycosylation site. The N-linked glycoprotein possess a consensus sequence
(Asn-Xaa-Thr/Ser, Xaa is amino acids except Pro) as a glycosylation site. Glucosyltransferase
UGGT!] has reported to recognize a consensus sequence near glycosylation site.['! However,
recognition specificities of ERQC-related enzymes focusing on different Xaa site have not been
reported. In this study, we synthesized a series of GlciManyGlcNAc, (G1M9)-Asn(Fmoc)-Xaa-
Thr (Xaa; Ile, Leu, Phe, Ser, Thr, Tyr, Val). With these substrates, we examined the substrate
specificities of endoplasmic reticulum endomannosidase (ER-EM), which lead misfolded
GIM9-type glycoprotein to the degradation pathway by conversion to G1M8-type one.
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