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Study on Novel Sequences to Form Quadruplex Nucleic Acids in Dengue Virus RNA Genome
(‘Graduate School of Science, Tokyo University of Science, *Graduate School of Medicine,
Dokkyo Medical University, *Graduate School of Science and Engineering, Kindai University)
OHikaru Ishii,! Tomohiro Ishikawa,’ Shigeru Shimamoto,* Hidetaka Torigoe'

During the computer analyses of the base sequences of Dengue virus RNA genome, we found
two G-rich sequences, Sampl and Samp2, in the envelope-protein coding region. We have
examined the possibility of the two G-rich RNA sequences and the corresponding DNA
sequences, SamplDNA and Samp2DNA, to form quadruplex nucleic acids. Native gel
electrophoresis and fluorescence intensity change upon the addition of thioflavin T showed
their formation of the quadruplex. CD spectra showed that Samp1, Samp2, and Samp2DNA
formed a parallel quadruplex and Samp1DNA formed an antiparallel quadruplex.
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