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Biomolecule Sequencer (SANKEN, Osaka University)OMasateru Taniguchi

A biomolecule sequencer is an analytical system that directly sequences the base sequences
of DNA and RNA and the amino acid sequences of peptides at the single-molecule level. This
analysis system can also directly decode the chemical modifications of DNA, RNA and
peptides that act as markers for diseases. Biomolecule sequencers are becoming a powerful
analytical method for discovering cancer vaccines as well as for genetic and other testing
methods, and are being integrated with Al and quantum computers.
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