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The 8th Annual Meeting of The eDNA Society

Congress President

Yoshihisa Akamatsu

Professor, Graduate School of Sciences and Technology for Innovation,
Yamaguchi University

The eDNA Society was established in 2018 to foster and develop environmental DNA studies as a
discipline that contributes to the well-being of humanity as a whole, including the sustainable use
of ecosystems and environmental conservation. The society has been actively exchanging informa-
tion among its members. Our membership encompasses various specialties in physics, chemistry,
agriculture, engineering, medicine, and information science, as well as ecology and genetics related
to environmental DNA studies. We communicate through technical seminars and various lectures
at the annual conference.

We are pleased to announce that The 8th Annual Meeting of the eDNA Society will be held
in Yamaguchi City, Yamaguchi Prefecture, Japan, from December 10th to December 13th, 2025.
Under the slogan "Development of Environmental DNA Research through Integration of Different
Fields" the conference aims to make further contributions to nature positive and safe & secure
living. Participants from Japan and abroad will come together to provide an important forum for
discussion and exchange of information for deepening research on environmental DNA and its im-
plementation in society. We will also plan online presentations by junior high and high school stu-
dents and public symposiums to demonstrate the importance and potential of environmental DNA
studies not only to researchers but also to the general public.

We hope that this conference will serve as an effective platform for deepening the under-
standing of environmental DNA studies and disseminating its potential applications to the public,
with the aim of advancing science and technology and contributing to society.

Yamaguchi City, the host city of this conference, is highly regarded for its charm as the “Kyoto
of the West”, where history and nature are in harmony, and was selected as the third place in the
“52 Places to Go in 2024” by the New York Times. In addition to the nationally famous Japanese
sake “Dassai” and Yamaguchi's specialty “Kawara Soba”, Yamaguchi, which is blessed with sea-
food, allows you to enjoy dishes that make full use of fresh seafood. In this environment, we sin-
cerely welcome you to present your new findings and deepen the discussion.

The 8th Annual Meeting (Yamaguchi)
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Schedule

12B10H (k) | Dec. 10 (Wed)
PRYVYRIYOL [EDEFRMSICKLIERIEDNARADER]
(XA Vh—Ib / ZoomMTE F—IC& DA YS A VERE)

Public Symposium “Development of Environmental DNA Research
through Integration of Different Fields”

(Main hall / online streaming via Zoom webinar)*
13:00- 1% | Open
13:30-17:00 58;&# | Lecture

12A118(XK) | Dec. 11 (Thu)
9:30- HEX (X12ik—IL) | Opening Session (Main hall)
9:45-11:45 {TEER1 (X4 2iKk—Ib) | Organized Session 1 (Main hall)
12:00-13:00 {HEE=F— (205=%==) | Sponsored Seminar (205 Conference room)

13:15-14:15  IRRAI—HRIATZ I L FHESIKAI— (201/202%H=E)
Poster presentation core time: odd-numbered posters
(201/202 Conference room)

14:15-15:15  RRI—FHRIT7IA L {BHBESKAI— (201/2025F=E)
Poster presentation core time: even-numbered posters
(201/202 Conference room)

15:30-17:30 HBHHER1 (XA ViKk—Jb) | Contributed Session 1 (Main hall)**
18:30-20:30 #E/H¥E (VIFr»ZJI3—bhI=U7) | Banquet (Wedding Court Emilia)

12A12H(&) | Dec. 12 (Fri)
9:30-11:30 fEEER 2 (XA Vik—Jb) | Organized Session 2 (Main hall)

12:30-14:00 RRI—FKRIATZIAL:2RAI— (201/202&8F=)
Poster presentation core time: all posters
(201/202 Conference room)
14:15-16:15 BH&E& 2 (X12ik—Ib) | Contributed Session 2 (Main hall)**

16:15-17:00 BRI - RRAI—BRERN (X1 2K—)b)
Closing Session and Poster Award Ceremony (Main hall)

12B13H(%) | Dec. 13 (Sat)
PREFVSAVRRE (ZoomickdAYS51 VRR)
Presentations of junior high and high school students
(online meeting via Zoom)***

14:00-16:00 HFFK= | Session

The session will be in Japanese, with minimal English-language usage expected. Lectures can be translated into English (or
other languages supported) using the translated caption function in the Zoom webinar. Onsite participants also can connect
to the Zoom webinar via the venue’s Wi-Fi. Note that the Zoom webinar streaming will be limited to up to 500 participants.
Most presenters are assumed to use Japanese in the oral sessions, although speakers at the Organized and Contributed
Sessions are encouraged to include English on their slides. Lectures will be streamed to the session participants via Zoom
meeting so that they can apply the translated caption function to the talk. Participants can connect to the Zoom meeting via
the venue’s Wi-Fi.

% The session will be in Japanese, with minimal English-language usage expected.
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Access

IE#RE | Route map

#%& (JR)
Train (JR Line)

R
SR 92705
Tokyo Shinkansen
About 270 min.
TR
FRBRAR #1205
Shin-Osaka S
1 nkansen
Station About 120 min.
MR
82 405
Hakata _
Station Abninkansen #LOR KDDI
WOR - Yamaguchi KODDI
Yamaguchi - - access
amaguchi Line
Yuda-Onsen About 25-30 min.

Station

ANZRREHR
Airline
JAL or ANA

10907  ENIwES:fer s

Yamaguchi-

gy Ube Airport Bus
About 90 min. About 50 min.

North exit
RURTR FER (F FEAE) JRUAER - LOB WO -_mm;
{For Shimonosaki, Uba city) ﬁrl'lll DER (For Yamaguchi, Hofu city}

L N N . Shin-Yamaguchi Station
[ 1N T Fi 0

WK 145) SLLIICG WK (E C)
Sanyo Shinkansen

(For Hiroshima)

myo
(For Hakata)

wo
ISR
m"FIL DIF4vJI—hk
Yamaguchi I=VU7P
Grand Hotel (BRE18)
Wedding Court
Emilia

(Banquet venue)

The 8th Annual Meeting (Yamaguchi)




Floor Map
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EV
m [
— R21T
Foyer
XA VR—=I |
Main hall I v =44
- Reception

R—=ILADO

Main entrance

"" (‘:I.' ;rihl;t room)

&80 TL
(Accessible toilets)
FE e AKERE
(Baby room)
J1>0vh—
(Locker)
IRANL—H—
(Escalator)
ILN—9—
(Elevator)

2F

2% B Y O

XA VIRk—=)L
Main hall

206, 207TRiAE —
Conference room 206, 207

Conference room 203

202 RAE
Conference room 202

B TIERA

Banquet information

BBALY (v vyra—bx3 ')7’) ANIEL HERT A=V 2 SN TERAC I 2 & F @R LI~ Tw
72E, RBBOT—4%) —0dfllZ B o TIRIELZE WV, FEMIZOoOWTIZ, TBENOKRESESY - 3]
By MERE TSR N,

Banquet venue (Wedding Court Emilia) is located south of the Shin-Yamaguchi station (Shinkansen

exit side). Detailed access information to the banquet venue is available on the location map.
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Announcements

B —/%E=5I18 | Precautions
SHPOFEPIISHTOFREYBECLE T,

o HEFT A — LV ORY NI T A T3, BRI, S AT OBER 2 ZFIH 728w,

e AL VARV TOTHREIBEZ LS (Ry PR MEOZEMN EHBOAFHI), A7 2T
OFREIIHETT 25, P OB AT THE L 28 v,

¢ KEANR = 213K T 4 T 7213REE (20455 =) 2 TR 23 v,

« BFRPOGES, FMl, KA ¥ —OWE % EIIREEOFTHLETT,

c RENBRIL L DORBHTFT— 5 2EATBY) TTOT, BEZOFT 2L ARKUNTORFKIT B
ZLTEE W,

* Please arrange your accommodation during the meeting.

* Smoking is prohibited throughout the building of KDDI Ishin Hall. When smoking, please use the
smoking area near the venue entrance. Beverages with the closed-fitting cap are only acceptable.

* Please refrain from eating and drinking in the Main hall. Food and beverages are allowed in Foyer,
but please refrain from eating during lectures.

* A rest area is available in the Foyer (1F/2F) and 204 Conference room.

 Please refrain from photographing or recording oral presentations or taking photographs of poster
contents without the presenter’s permission.

* Please refrain from making public the contents of presentations outside the conference without the

presenter’s consent, as they may contain unpublished data.

B 79— vbER (WIi-Fi) | Internet connection (Wi-Fi)
o Wi-Fidiih— € 2%, ZoomBliREERE 2 FIFH SN A E D H O AFIHWHETT o THED FId2fFI
TBHLETFTEW, "2AT7—=F2BALELET,
o —BMBINT OWI-FiE Y — A IIHEINTE Y TEADO TN TWI-Fidfe 232 2 61,
% B CUER RSS2 T < 723w,

» The Wi-Fi connection service is only available to foreign visitors using Zoom's translation function.
If you would like to use this service, please ask at the reception desk. You will be provided with
the password.

* There will be no Wi-Fi connection service available for general participants, so if you require a Wi-Fi

connection, please bring your own equipment.

The 8th Annual Meeting (Yamaguchi) _



B 70—7 | Cloakroom
« 70— Z132F 203RHEI2H Y 3. KM TO®EY T3, 72771, 12100 (k) 1d 7 a—
JOZTHEEDN FHA.
1211H (K)  9:00 ~ 18:00
1212H (&)  9:00 ~ 17:00

* The cloakroom is located in 203 Conference room (2F). The available hours are as follows:
December 11 (Thu)  9:00 - 18:00
December 12 (Fri) 9:00 - 17:00

e Please note that there will be no cloakroom service on December 10 (Wed).

B {AZEZ= | Break room
o IKEH=Z X 2F 20423 ZEI2H VD 9. FHREMIZLLT oMY TY,
12H11H (K)  9:00 ~ 17:45
12A12H () 9:00 ~ 17:00

* The break room is located in 204 Conference room (2F). The available hours are as follows:
December 11 (Thu)  9:00 - 1745
December 12 (Fri) 9:00 - 17:00

{1 | Reception
s HEFTR— VIR T 4 TI2T, MTOM®Y, ZHEwzLET,
12H10H (k) 13:00 ~ 1F XA /ﬂ<—}1/ﬁu
12HI1IH(K)  9:00 ~ 1FX A ¥ F&—)VRHj
12H12H (&) 9:00 ~ 1FA A > k—IL§i
* RNEEV UMY ADRMSIINA DSZAFBIEE T, COBIFARI7ZEHEDZMLIFVEUFEADTITERIEI 0,
o« YHHADFIZZNEOQRI — F & HANSTBHAARZ BEVVLET, 28, BXHVIEZLY v b
A—FRFOATT HETOBLIVIIITETEA),

* The reception is open as follows.
December 10 (Wed) 13:00 - 1F opposite the Main hall*
December 11 (Thu) 9:00 - 1F opposite the Main hall
December 12 (Fri) 9:00 - 1F opposite the Main hall

* Registration for those attending the public symposium on-site. Note that registration for the main conference program will
not be available on Dec. 10.

* For those who register on the day of the event, please scan the QR code next to the registration
desk to register. Please note that payment can only be made by credit card (cash payments are

not accepted).
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B ;T2 —E'R | Childcare services
e XGNOFERBIIIREAY v 7HWVEEEL 3,
e A FOBAENSELIREDOWIT, W2 WEOFEMZ. AHZICEETHEE L T,

* Childcare staff will be on-site at the childcare room at the venue.
* For safety reasons, we will contact users directly with details on the location of the childcare room,

what you need to prepare, etc.

B O8EtEYYaVICHBITBZITEMNM | Multilingual support for oral sessions
Mty ¥ a v (R HHER) T i’%%‘@y<7b>EIZli WL EPESNET, M4
ZERHID S OFXSBIMEDS LYy ¥ a YIZBMLR T 55 LH12, MLy v a v ToRE:
Zoom meeting CHASBMENNTICHET 5 2 & T BRFHERLZ HWGRHENA 2 HBFRTE %
WCLEd. 72, REESE HHESOMHFEIIA T4 FICEFHEOHHEED L Z EAHERI T
W i?‘o Zoom meeting™~\D) ¥ 7 IZFXYHE TICHMFICHMSINE T,

Most presenters are assumed to use the local language (i.e., Japanese) in the oral sessions (Organized
Sessions, Contributed Sessions). To facilitate the participation of meeting attendees from various
countries and regions in these sessions, the oral presentations will be streamed to the session
participants via Zoom meeting so that they can apply the translated caption function to the talk. In
addition, speakers at the Organized and Contributed Sessions are encouraged to include English on

their slides. The link to the Zoom meeting will be sent to participants by the day of the conference.

B KX 9 —%3K | Poster presentations
e RAFZ —FKR—FDH A Xix, BLZHME 168 cm X K 125 cm T o /R OMEE X, KL THEWAL
95
CREIATIALERTITEY T, HERAY —FFIFI2H11H OK) 13:15~14:15, BEHRR ¥ —
FFZI2A1IH OK) 14:15~15:15TF F72. 12H12H (&) 12:30~14:003 &KX ¥ —D a7 ¥ 4
220 3, BEEOHIRAZ =R THMZ LTS,
« K2 & —OFZ, 12H12H (&) D15:00F T T LTL 23w, WESMTRINLRA Y -1
WMo 3gTnieZEdEd,

* The poster board size is 168 cm (H) X 125 cm (W). To display posters, please use the pins provided
at the venue.

* Core time for presentations will be provided (13:15-14:15 on December 11 (Thu) for odd-numbered
posters; 14:15-15:15 on December 11 (Thu) for even-numbered posters; note that 12:30-14:00 on
December 12 (Fri) is the core time for all posters). Presenters are requested to explain their
presentations in front of their posters during the core time.

* All posters must be removed by 15:00 on December 12 (Fri). Posters not removed will be disposed
of.

The 8th Annual Meeting (Yamaguchi) _



B K"X9—EFEE | Poster award evaluation
o LSRR A Y —BEEFHLEINTBEIRA Y —BERELYZITT T, BREFLEL L ERA Y —
F12H11H(K) OFEFFTICERRAY —%BRLTLES WV,

* Posters will be evaluated if you have applied for the poster award. Posters to be evaluated should
be put on boards by noon on December 11 (Thu).

B CPD{T | CPD issuance (for Japanese only)
FSMIBBEDNAFXINITARTIE, UTO@)CPDOSEIT 2 FELTEY £7,

CPDHEITFOTS L

« KT YARY YA 12H10H (K) 13:30 ~ 17:00 [JCCAHG; T3]

o MR ] 12HI1H (R)  9:45 ~ 11:45 [JCCAHRE T3]

o A2 12H12H (4) 9:30 ~ 11:30 [JCCAHIGETFE]

BEESE

c ABATUARI YL BBY VRIY AR TEIL, A7) = VICERTHKILTI— FEBFILOAT —

74 VETHARATHE, AT+ —2ADLHGE LTS,
MEHR LV ED (10EEORE), Z#HiEHEZ BRI B LT,
&1 -2 TREGUH., AHLICEHBOZRILI—-FEBFILDOAY— N7+ VETHARA
TIHE, HIAZ7 + — A5 HELTL S0,
XEFR LD HEH (I08EHRE). ZHiEHELZ BRI HLE T,

>
=
»

CPDE{i

« ABYYEY L (30HAL)
o RS 1 (2.0H47)
o LY 2 (191 H.47)

MM RN BT K RRERIRD R — A R— T T THERE L 728 v,

Y - comsonssauncs



c 12H11H (R) FEOHmE LI F—Tld, ZMEOALZ ST IIBRYIREINT T (EHE200E),
HWAEID R B DRE, BAEZER TV LETOT, o LD TR SN,

* Bento lunches will be provided for participants on a first-come, first-served basis (limited to 200

meals). Thank you for your understanding.

The 8th Annual Meeting (Yamaguchi)
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Public Symposium*

* The session will be in Japanese, with minimal English-language usage expected. Lectures can be translated into English (or
other languages supported) using the translated caption function in the Zoom webinar. Onsite participants also can connect
to the Zoom webinar via the venue’s Wi-Fi. Note that the Zoom webinar streaming will be limited to up to 500 participants.

ENHRSICLBIRIEDNARADERH

Development of Environmental DNA Research through Integration of Different
Fields

12B10B(GK) 13:30-17:00 | Dec.10(Wed) 13:30-17:00

KDDI##R—IL AL Vii—IL KU ZoomDI T EF—TDH V54 VEL(E
KDDI Ishin Hall Main Hall and online streaming via Zoom webinar

s WOXKE LIV IVARKREI—
Co-hosts: Research Center for Local Resilience

FfEEE | Aims of the symposium

R VRTTAE, [RDBHRGICELREDNAM DR ] 220 IZHELE T, SNITRDLLS
DL Lol Ry OHMELBHFREL. BREDNAD ] BEMEZ S MBI 272 e OB 78 15 R R B by B
FEIZDOWT, TR W272EE Y. BOFOMMPHAZEHITEbELIET, BREDNAMZEIIAEARED
fREIUICRECHBRTEREMHBLTVE T, TOTIRYTAN, BEDNAMI R ICE > TH 72221555
ERBIZT TR MO OERIZESTH, BREDNADROWREEZJE R L T /272&, Kk ILFMFFER
LT OY 2 DESNITFERDIEZFHS>TVWET, BHROZTSMELINBREHLTEIET,

In this symposium, with the slogan "Development of Environmental DNA Research through Integration
of Different Fields", we will invite experts from different fields to give lectures on the latest research
results and technological developments that capture the potential of environmental DNA from multiple
angles, with the aim of promoting fusion with different fields that have been rarely intersected so far.
By combining knowledge and perspectives from different fields, we are convinced that environmental
DNA researches have greater potential than ever before and can contribute to solving social issues.
We hope that this symposium will not only be a place for environmental DNA researchers to gain new
knowledge, but also for people in other fields to discover the potential of environmental DNA, and to

inspire future joint researches and new projects. We look forward to your participation.

§#83 | Lecture content

IR BI&RF (Kt iatt) | TAISEl Corporation, Maiko Akatsuka
BERIRGICHITBIIREDNADERCE T f-EEH
~BEKEICHITDMEINRBE L OFE TOF VEGZREICDOVT~

Initiatives for the use of environmental DNA at construction sites
~Amphibian survey in land water and seagrass beds survey at coastal area~

NGB AT (BHENAEYI—HFFR) | Aichi Cancer Center Research Institute, Daisuke Onoshima
BRIBHAIFICW I DU R T CBSHELEHAN LR HEAZR D 77 ’O0—F | Approaches to measurement
chemistry research in relation to risk assessment for environmental particulates



SH BF (BFIE#RS1) | NIPPON KOEI CO.,LTD, Fumiko Imamura

RIBEDNAZEA U ZEEEE ([C KB EATRFE ~/\y T YUY T DalRes~

Technology development through collaboration with other industries using environmental
DNA ~Possibility of passive sampling ~

B FE (lLELA%) | University of Yamanashi, Eiji Haramoto
TKEZHEBEOHARIRICAIFREMEMRERMTOSEE(L | Advancement of pathogen-detection
methods for the social implementation of wastewater-based epidemiology

EciSth7
JEHAERE T UL

W EEEDOTOT—)

IR BIKF (KEGESRKRAat #Fitty9— BIEEHRRS)

TR BT BT B BR B A IR O B FE IS, FARHTRA B 1% R0 %
AALBE IS ZE 2 S AR ED, LR, R T L R S B A R I A ICBRBEDN A
OEHNIANT T, B COREHR 2S5 ET— B LTI AR, 554
BEEARERBREEYZH.

INEGE KN (BHENAEYI—HFFR EBEHHZSHFI=vMR)

BPNINA A AT EGHALT . BIIEOW T —< =7 a VDTS AR EE
st~ 7 7a—F O, MIVNMIZREEE L72 AN AR E R 0 i o
T MZEDINT o HARZ T V2 I B (20224F) | HruINis SE B 75 8 Bt -
MR E R E R (20244F) RERZE

SH BF (BFIEHRSHT SRBRALRITHIEE F—JZARYPURR)

vy MO HEL T, KA FALAFJEFT CTAZRE R A0l 2 L
EPEFL TS o HMNIRFER R BUEIEWHEORZBRR 72, BRFEDNA
P OSEE TG ITEEBFE L T D,

FRA RE (LRAZERRIEREHAEYI— Hi8)

= KBRS BT 20 SRR W 1% Ye SERE DR WI L B /B W HRBR 2 06 I L 72K B8R
"_=é. BB TR ORI T AP RIS 64 BERF Bl 0 B O ST ALK
FREWRHARATE (RFZEEEM) . 5l o) —F 7 77 —F (V74X
AME) F2ZH

—
—
—
—
—d
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EEIRBIC BT BIRIEDNADEAICH I T-HiH >
~EKEICH 1T S AMEREL GFETO7 I ESATICOVT~

KEESEHRat gty — BIEEHEE R BEIKF

B THTIE, BERMEZORLOHRBRFNGEEL G2 WG HY, PB4 %
OREIZIANF 2B AL EL D E S, RN RELLEWRIT, Mk THICL-TEMELETIED
DETAHL BIZIE, TR AICBIT A THTIE, AER A A BT 2B R R IR 52
ENL T, TOHRTOMALHIL, BN OZOREIAE B L TREIFEE P AR E N TH LA L \»
7290, PRI E SN T WL E T, B TN RIS 22 A BT A B R O £R
ERTIE. RENSHEOAE BT A5 RIIE. . KE%) PRI TE5HE0% 0720, #
RGN BT AT AZ BTV, IR R LD O 5347 R LY B AR § 52 e H
LT T,

FHOIE, WEEDNAGH &It THOLRE GL3 2EMY O£ BRI /20DE=5) 7 )ik
LTIEHTAZE2HIEL, Fa/RH, B, RaEtbooil, HskE, ReBEETIZBWT,
FOEL AR, Rl AR RELBRBEDNABFELEEL CEEL/. B LHE T EFILS
HRERAN DB SN WTT AN AP HOA BB W TERBEIDNAGHI 216§ 5281280,
RERNKOHNEDOIETER. BEDH 7B O IIXL KT 2 2 W REE I CEE T,

ARERH T, BRI BIT BREDNADTE HIZIA T 7 IALAL LT, BRI 351 ) 2 ) A 3 A
R TOT < ELHEDOFFUOWTHALET .
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IRIBMAIFICXH T DU R T ICRHEL I STAEFHERR D
r7O-—F

BHIBENAEYI—RER EEslEEsHF1—vrE INFE XNt

KRN 3 B AP A &R M MO 53 B K F- OWFFRI2iE, BB B LS HS Ak OB
FRCH 7 A M2 BH# D DD Fiow B AEMS LOFHRMADHONLIENS, FiiksiT
B RS BIRO W 2 AT 2R AHIFEFCE D, AFETIE. KAWEICLLEE 7TOE—Taro
GATNCOWT, TEE IS0 Jth 2SI ZE R AN B AT 28812, S HROWMTE T 2T %0

B ERERBRB LA R E A A RELLTBY, MBS T WPM254RE DI TEY VI,
B AE, Ui, SRR SRR BT (SR THRNEIN TS, T2, 7 R - RWE 22T
T, EWREDERHMAEWLEING (K1) TROHITK T DI EIRIFHT 2 22 IE G D B TRAT -~
DI CEBL I LM A R E R BRI KA T 215 —RE LT KT B 7275 —
M52 2 —CAIEHENDZENE ZONEL, AFERTIE, 7V IVEREOERE, 70 7 HA,
Rt T 7 —ar b —E AR O M NE, TNETOMNEBR LA T %,
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IRIGDNAZZ A U thSRIEESC K STk
~Ny2 7B TUYT DOojgEtE~
BATEMRA SERBEIBEMEEE F— 2 VUt SH BT

AR, AWREOSH TIHEHESNTOWABBIDNAZ ARG EIS T A g O W TGN 2 0T
EFL7z BIZIE O CHEHZOERREALOHIR, FEEBOKERBEE=5) 7, ¥ LW\
Wb DB RO HE, EOIZIEH T ARRENEI A oM s, TR I TO AN
ENTVET, LAl bol MR AR L LT &% Y — VL TDNAM —H—DFi %,
FRABCHMATEEL 72,

Mo—H—&id, HTFKROFEERLEBFOIEIRIH SN E T, M FKREKTIHEA L TEOR B
R M AR 701 flibNFE T, SRR HOY R, EFNAR, BUSTERM AR L2 b
TE&FEL7z. RIUNCEDMENZ IR R 272013 RE RV AARESHDbNT 545 S AL HAMED
NTEFELIz, 72720, BIE—BEHRATRE2BIIE v, F7235KM 12055 5 X9 BT Tld i z 2o w,
LW R A0S0 0l BN L 2N ZIUGREENDHIE L 720 22T AFT S THE /A BECHE A
TE, W-HOMED L, BREPTHRIND720REBL W ——2 LT, DNAMN —H—ZB5L
FL72

DNAM —H—HEIZ, A THIgE Wb AR — 2 E ORI ODNAZE AL/ZSDTT,
CONTHBETHEAUFES TR L E T . THEREDNAFMATEY R 2773 5DLFE UL HIL
LCoM 3 AZETDNAN —H —OFEDS R TELLWHAMATT , URY =2, FICEHREMS. 1k
AR MO G B THEDLNLFM T, PLDBAHIR T2 F DTy 7 71)3)— (DDS). REZRLHFRD
FEAL - RO FISIE SN TE2b 0T,

4, ZODNAR —H =2V EBIE DR G TELh BHORTKTOEEEH T O T KEN
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Organized Session 1

IRIBEDNAZRIRARRERE 1 S b=V T b—TJ&IRRZR
The eDNA Society research exchange meeting: lightning talk and research
exchange

128118 (K) 9:45-11:45 | Dec. 11 (Thu) 9:45-11:45
XA ik—IL | Main Hall

itE# | Organizer

IR M CLimE Ry - Riigekt)
Masayuki K. Sakata (Hokkaido University)

=S | Abstract

[bobthe 2 NICHGOWIGEZ Al-> TIEL W] BRI LZWITEMEOFES L] [T 47
Taetseh NEEm L] HEAZ, ZRIESBMNMLTIHIESZ LR WEAL ) D AESTIR, &
MEDITA M= 7 b =712 X BN GFICEFMREZE 2L BLOSHOE LD ARG
TOTA ANy ¥ a X AWER - ilmx HWE$5, 94 V=V 7 b =220V TIERR ¥ —F%K
DERIFZD DA, FEE LW OMEMA EEEE - R kl) ., fF7E7 4 77 - BIROMA %
FHAREEIETHEEREOHHTH S (AEKIZH X 5D1~2%), (xFFHMOERIIREL) T0tk, Bk
ROT7 v r—b2d LI LW ORKRE - BIMEDRKREIT) o 12 SADREREDEGKEZWRT 5,
T/ BINE - WROEBIZEAHRELZITV. ROMH2- 723K BRICEIS V) KITRIEZHEL
TBHET,

BME T AmE O FE T (sakata@agr.hokudai.ac.jp)

FFEGILULTOURL2 S (fiid ) : 11/20, 23:59)
https://docs.google.com/forms/d/e/1FAlIpQLSflwozqcEzCFK8wTr5jTilUjY6CeimIE4aSTIdwhwOpeL
njLw/viewform?usp=dialog

Have you ever attended a conference and thought:

“I wish more people knew about my research,”

“I'm not giving a presentation, but I'd like to talk about my research,”

or “I want to discuss my research ideas with others”?

This session aims to provide an opportunity for research exchange and discussion through light-
ning talks by participants (especially welcoming early-career researchers) and small-group discussions
among participants with similar research interests.

In the lightning talk segment, presenters are free to talk about anything related to their research
—from promoting their poster presentations to sharing research progress, preliminary results, or even
new ideas and interests. (Each talk will be about 1-2 minutes, depending on the number of participants.)

*Excluding commercial advertising



After the lightning talks, we will form small groups based on participants’ research interests (as
indicated in the registration form) to facilitate more focused discussions and networking.

We look forward to receiving many presentation registrations!

We will also have an audience vote! Everyone can cast a vote for the presentation they found the
most interesting (not based on results), and a small prize will be awarded to the winner.

For inquiries, please contact the organizer, Sakata (sakata@agr.hokudai.ac.jp).
Presentation registration form (deadline: November 20, 23:59]ST):

https://docs.google.com/forms/d/e/1FAlpQLSflwozqcEzCFK8wTrb5jTilU;Y6CeimIE4aSTIdwhwOpeL
njLw/viewform?usp=dialog
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Organized Session 2

RIEDNABRICH I DA I T —9 DIFFE(LIC@IT T-IRIR & ERRE
Current Status and Challenges in Standardizing Metadata for Environmental
DNA Analysis

12812 (&) 9:30-11:30 | Dec. 12 (Fri) 9:30-11:30
XA ik—IL | Main Hall

itEZ | Organizers

IRIZ DNA 2% RE(LRER
Technical Standardization Committee of the eDNA Society

25 | Abstract

BRBEDNAMNE, FAEENE OB LRI ARG, LD - HAZWHEICT 2 ¥ %
Fe LT, SRICERWZIAS) ZHRETWE, 29 L2MEOM T, BEDNAT— ¥ OMEF %
RAET % 72D OFAARESEATRD 5NTB ). EREW 2SO EZEENEHE > Tnbd, LEALARDDH, B
BEDNATF— 7 132 M2 HIIZEDOWTIEE SN TEB Y, TDO X5 57— Otk HiESRHNEICO VT,
EBIIC D ENMICLAERROZE LD D, 7— 7 OFAMAE L G2 HET 2201203, UETR
RIS 7 EOFRETER (X 77— %) OREESAN R TH Do RAEWERTIE, ERIMIBIT S A
¥ 7= EORBTENZ LA TLL LI, MRABLVEBEOBRMERLZ 00, BEDNAT —
yOMEERN 2 E0 570D E LB OVWTHERZIEDLI L2 HET 5,

Environmental DNA (eDNA) analysis is rapidly gaining international traction as an innovative technique,
enabling the comparison and integration of biological communities, regardless of variations in investigators’
technical expertise or experience. Within this trend, there is a growing need to establish frameworks
that facilitate the shared use and integration of eDNA data, highlighting the importance of international
collaboration. However, eDNA data are gathered for diverse purposes, and consensus on standardized
recording protocols and metadata content remains limited at both international and national levels.
To ensure data reusability and reliability, it is crucial to standardize accompanying metadata, such
as sampling context and analytical conditions. This meeting aims to share the latest developments in
metadata management both at domestic and international levels and to deepen discussions on the
challenges and prospects for enhancing the interoperability of eDNA data by integrating perspectives

from researchers and practitioners.

gl& | Host

I 8F (=AF - ARREZET)
Keiko Muraoka (PWRI)
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Part 1: Environmental DNA - The Global and Domestic Landscape for
Metadata Development

#EEHAR | Concept of the session

& RS (A K5)
Toshifumi Minamoto (Kobe University)

Making eDNA FAIR (Findable, Accessible, Interoperable, Reusable)

Miwa Takahashi (Commonwealth Scientific and Industrial Research Organization (CSIRO), Australia)

ANEMONEY R 5 LIREE( L~ Db
— SRt LERER 2RI SIRIEDNASAIEE —

Standardizing the ANEMONE System:
Building a Reliable and Global Framework for eDNA Observation

B e (Gt k®)
Michio Kondoh (Tohoku University)

X9 F—IEEICAIF BN Y X ETTEEH?
Toward an International Consensus on eDNA Metadata Standardization

Lch fa88 (RERK)
Hiroki Yamanaka (Ryukoku University)

BRSNS RICRIEDNAE Z I UV I OFRRE  HIFERRD [ZD5E] ~

From field practices to future perspectives: advancing eDNA monitoring
beyond local ecosystems

WA ZE eiE k)
Hitoshi Araki (Hokkaido University)
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FE2TW HEFHiE
Part 2: General Discussion

EER | Chairperson

iR RS (A K2)
Toshifumi Minamoto (Kobe University)

X5 —9— | Commentators
Miwa Takahashi (CSIRO, Australia)

T m&E OEJL k%) | Michio Kondoh (Tohoku University)
Lt #8818 (E K42 | Hiroki Yamanaka (Ryukoku University)
WA ZE eigEiks) | Hitoshi Araki (Hokkaido University)
Sk BF (E B -4%) | Natsuko Kondo (National Institute for Environmental Studies (NIES))
N B (ENo7essE N IS U8t 7emT) |

Shinya Hosokawa (National Institute of Maritime, Port and Aviation Technology)
bt EFE (W Tdh HAa*k) | Masatoshi Nakamura (IDEA Consultants, Inc.)



Contributed Session 1

IRIEDNA : BRUZRIEZDRAIHR
Environmental DNA: Frontiers of On-site Implementation

12B11H(K) 15:30-17:30 | Dec. 11 (Thu) 15:30-17:30
XA ik—Jb | Main Hall

itEZ | Organizers
YEEE {E4C (EIBF HARWFZERT - 00 HERRBRIENIZET) . BAR B (v 74y 7arH sy o).
= ET] () BEaBaiirzein) . BfEl RIE (HATE®) . A 8F (EHF L ABET)

Yuki Taruma (PWRI, KenKan Consultants Co., Ltd.), Nobutaka Maki (Pacific Consultants Co., Ltd.),
Seiji Sawaki (CTT Engineering Co., Ltd.), Mika Gunji (Nippon Koei Co., Ltd.), Keiko Muraoka (PWRI)

=5 | Abstract

WAEBEEDNASAMN X, KIAERRDE=5 ) ¥ FRAEYWLZHEOIRICB VW TARIE L L, £HT
ZOMREFEEN/ED LN TVE T,

[l 28l TN BRBE O i & PR % @Y CHEAE T 2 726D, 11K o [ 3550 A (DA R A [ 7 4) 2
U7z HARBRBEICEE 9 % ZEAETE IO I 2 304F DL ke L TiT- CT& F L7ze S OKEFRAIE, 4R 84
D OEBRBEDNARAE B 72IEASINLZ &40, MIEREED L) FEM BRI ET, REHH
£ T, BFE-FICET HKEBREDNAFA L IZED L ) RFELZON, LX) T — 7 3EMR
ENTWL DD, F—=ZiEHO TN ZHAT 5 EE S, W - BEEZELEMLRT7 4 — IV FIZBIT5
eDNAFM OFEHFH %28 U T, EEFDEE L - REDNAEEORARE B LET,

Environmental DNA (eDNA) technology has recently gained widespread attention as a tool for moni-
toring aquatic ecosystems and assessing biodiversity, with practical applications advancing across vari-
ous regions.

The Ministry of Land, Infrastructure, Transport and Tourism has been collecting fundamental
information on the natural environment for over 30 years through the National Census on River
Environments (hereafter referred to as the River Census) to appropriately promote the maintenance
and conservation of river environments. From FY2026 onward, eDNA surveys will be newly intro-
duced into the River Census, enabling more detailed assessments of river ecosystems.

This session will present an overview of the nationwide River Census eDNA survey—what it
entails and what types of data will be collected—and discuss potential directions for data utilization. In
addition, through examples of eDNA applications across diverse fields, including riverine and terrestrial
environments, this session will highlight the frontiers of eDNA implementation through collaboration

among industry, government, and academia.
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¥888l& | Host

B Mg Oy 74y rardny et
Nobutaka Maki (Pacific Consultants Co., Ltd.)

HEEHEA | Concept of the session

YEEE {6%C (EBF LARWIZE - R B R ERBERF7EHT)
Yuki Taruma (PWRI)

FANNKDDEZEREN DIRIEDNARAEDEA

Enhancing the National Census on River Environments through the Introduction
of Environmental DNA (eDNA)

BHE (ELmd)
Mai Tsuruta (Ministry of Land Infrastructure Transport and Tourism)

KEEREOD - DIREDNAREE
Environmental DNA Survey Method for River Waterfront Census

R 8F (= EARNESERT)
Keiko Muraoka (PWRI)

KERE () HoKitmEERS K URKIEICHITSHRE
Issues in the Selection of Sampling Locations and During Sampling

B Bl (EEMARGRA &)
Akihiro Umemoto (FUKKEN CO.LTD)

IRIBDNAY —h A T DI &ER

Archiving environmental DNA samples remaining after analysis and their
future use

Hp 25 (E6F LA
Takayuki Tanaka (PWRI)



IRIEDNA F—9ZRAVIEST 2 TORBEORT VY vILY v TERL

Creating a Potential Distribution Map of Fish across an Entire River Using
eDNA Data

IO B (b EERxEREEmisenT) . Bl A (W EBEIEITERT) . #ElU B (B R BIERIZEHT) |
BE —1E (W BRI BeE &oh (W EBEBENET). B Bt (W BB |
thE & (hHRF). 7 BR (MRS, 82 R (R TS, BE Bl Ouitks)

Kento Eguchi (KenKan Consultants Co., Ltd.), Shigenari Miyawaki (KenKan Consultants Co., Ltd.),
Ryota Yokoyama (KenKan Consultants Co., Ltd.), Kazuki Kanno (KenKan Consultants Co., Ltd.),
Takahiro Fijisawa (KenKan Consultants Co. Ltd.), Shinya Takaki (KenKan Consultants Co., Ltd.),
Ryohei Nakao (Yamaguchi University), Yoshihisa Akamatsu (Yamaguchi University),

Ryutei Inui (Fukuoka Institute of Technology), Norio Onikura (Kyushu University)

IRIBEDNAEEXA I N—T—5 1« VI HhIC KB RERIEEDEAFE(L

Annual Dynamics of Fish Communities Detected through Quantitative eDNA
Metabarcoding

B v 74 raryuyryym) . BM B8 OV 71vraryuvy v m).
5| Jk— ST 71y zarpnsy ). KR FI8A (b &R SN HE) |
LUch &0 (R s BTG5 . Be A (P h 50 A FE%HT)

Takeshi Watanabe (Pacific Consultants Co., Ltd.), Nanae Nomura (Pacific Consultants Co., Ltd.),
Taichi Jibiki (Pacific Consultants Co., Ltd.), Kazuaki Ohara (MLIT), Akiho Yamanaka (MLIT),
Natsuki Watanabe (MLIT)

REE D > T IV DIRISEDNA S IC & 5 BE L E#EENRIE DR Y $H

An attempt to assess terrestrial vertebrate fauna through environmental DNA
analysis of terrestrial samples

UE 1850 (W0 BEBHAMIZET) . KBE M (0 BRREAT7ERT) . 28 1ES) (M0 BERtHmirsenT) |
BA B (W RERE VY —F). WG &BX (W BRmEERGV—F)

Hirokazu Hori (CTI Engineering Co., Ltd.), Maki Oosuga (CTI Engineering Co., Ltd.),

Seiji Sawaki (CTI Engineering Co. Ltd.), Yuka Munakata (ER&S Co. Ltd.), Tomomi Yamazaki
(ER&S Co., Ltd.)
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#8&551E% | General Discussion
1T | Moderator

=8 ISl () HERHamiifzeir) | Seiji Sawaki (CTI Engineering Co., Ltd.)

dX25—49— | Commentator
B ST (WhiEk%%) | Toshifumi Minamoto (Kobe University)



Contributed Session 2

IRIEDNADRRLZBBEKEISRE [{AIETE]

‘False negatives’ a major challenge to the practical application of environmental
DNA

12812H (&) 14:15-16:15 | Dec. 12 (Fri) 14:15-16:15
XA ik—J)b | Main Hall

EE& | Organizers

REE8 BEX (W& ESREvry—) . 8 B3 (B BERBRBEmIE) |
B BE (W ska )y —7), TR agE o). FHINBA GRasmw)

Yuta Hasebe (Kanagawa Environmental Research Center), Kenji Tsuri (KenKan Consultants Co., Ltd.)
Yuka Munakata (Environmental Research & Solutions CO., LTD.),
Masaki Takenaka (University of Tsukuba), Hiroto Udagawa (TOKYU CONSTRUCTION CO., LTD.)

=5 | Abstract

BREDNAFAM I 2HIZRE L AWM SRR E~OBELOEE ) & & HIZERAEIEA TS, —F T,
Ko % S22 A BB FE R DNAT — ¥ X— 2O ANEV OV TE LT, iEOEFELZEL ) BER & %2 -
TWwb, BHTH, ZARBLTWAIETOEYODNAKRH v [BEM] X SREOMRICIEL 2%
B RITT RS ). EAMLICINT 2 RELFETH 5, AHHESTIE, BGTHRESINL TS5
BEEoFp 2 fHm L. LD EREOESVEREDNAREDH ) HIZOoWTiEmE Tz,

Environmental DNA technology has developed rapidly and is being put to practical use with increasing
interest in biodiversity conservation. On the other hand, basic research and DNA databases supporting
accuracy have not kept pace, which undermines the reliability of surveys. In particular, ‘false negatives,
in which DNA of organisms that should be present is not detected, can seriously affect the interpretation
of results and is a major challenge for practical application. In this free meeting, we would like to
introduce examples of false negatives reported in the field and discuss how environmental DNA surveys

can be made more reliable.

gl& | Host
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Yuta Hasebe (KERC)
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IRIE DNAXIN——F 1 Y JICHBIF ZPCREESZMFRDFiE L BEEMDIER
Approaches to Mitigate PCR Inhibition and Reduce False Negatives in
Environmental DNA Metabarcoding

£ 852 . AE T2, BRER X2 . Hop F52

Kenji Tsuri'2 ., Keiko Muraoka?, Keita Hattori 2, Takayuki Tanaka 2

1 PR AR EIEM2EFF | KenKan Consultants Co., Ltd.
2 ENIRZER g N EARIEZERT | Public Works Research Institute

2nd PCR BZRDZFRHFABNERBRZEG LISEENT

Case Study: Influence of 2nd PCR Enzyme Selection on Metabarcoding Analysis

WA A, [@HEKRE". LG EE". KE EX'. RAE BX?2
Yuka Munakata ', Eri Okada ', Tomomi Yamazaki', Takafumi Mizuno ', Yuta Hasebe 2

1 e gRERE Y —F | Environmental Research & Solutions CO., LTD.
2 Mz B R # > #— | Kanagawa Environmental Research Center

DNAXIN—T—5+1 VT BRICHITBREZNBMZAV D FREDIRESR

Proposal for molecular identification using phylogenetic analysis in DNA
metabarcoding analysis

Toh A& G RY: - EmERER)
Masaki Takenaka (University of Tsukuba)

BREEEAESS | KRB LOFRICEITBFAERFDEE

Confronting False Negatives: A User-Side Overview of Operational Issues

FHINBA CREERBR)
Hiroto Udagawa (TOKYU CONSTRUCTION CO., LTD.)

HREEADIAAVE | General Discussion Commentator

ME BF (EoF SRR
Keiko Muraoka (PWRI)
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Poster presentations

[P-01]

IRiE DNA ZRHW Y VY300 O FEEREEE S DT

Seasonal dynamics and quantitative evaluation of salamanders using environmental DNA
FiFE BT, Jo Jaeick®, 4 BT, g R8I MR MR AR

Yumiko Ishii'?, Jaeick Jo? Natsuko Kondo', Nobuyoshi Nakajima', Masanori Tamaoki’,
Seiji Hayashi'?

1. BIRIEMZERT, 2. RERRIBAIEL Y 72—, 3. GREEEMEHEHE
1.NIES, 2.Centre for Environmental Creation, 3. F-REl

[P-02]

IRIZ RNA [CEBUIAERRIRES ¥ 9 Y3v o4 04t - BREFEFRNT S (v —0ORKEE
Evaluation of stage specific primers (larvae and subadults) for the endangered salamander
Hynobius okiensis using environmental RNA

R 3 &I A R

Yuki Harada', Mitsuki Kyakuno', Teruhiko Takahara'

1. BIRKE

1. Shimane Univ.

[P-03]

IRIE DNA BRICKDFF U230 07 DEGHSHREDERH

Elucidation of the genetic diversity of the Japanese giant salamander through eDNA
analysis

WH SERER Y, BB R, AR se kK IR AL

Kotaro Yoshida', Yuta Kunimasa', Ryota Kitani', Toshihumi Minamoto'

1. #ARE
1. Kobe University

[P-04]

RIFKERFRROEELLER

Comparison of microbial communities in environmental water and fish body surfaces
AR TR H A

Chie Imamura', Hidenori Tanaka'

1. R AP R
1. Toyota CRDL

[P-05]

RERIYERERICHIDREARS LUBETHRRIZKEEDHTE

Changes in environmental nucleic acid levels from pathogens and hosts associated with
fish infection

JkE % %, Cadiz Rowena * 15 7022 % M 227 2

Ryo Inoue'? Rowena Cadiz®, Motohiko Sano® Goshi Kato®
1LREHE L s BMKEREEY 22—, 2 HREFAE

1. Tokyo Metropolitan Government, 2. Tokyo Univ. Mar. Sci. Technol.
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SEHY - RIS H/KEADHZ M ERICH T D ELEIRIE DNA OEL 4

Detection characteristics of fish environmental DNA in forest streams from the snow
season to the snowmelt flooding period

i K, RH R B OB BIR AT

Souta Nakajima', Yohei Arata', Akiko Nagasaka', Yu Nagasaka'

1. BB SIS

1. Hokkaido Research Institute

[P-07]

Evaluating the feasibility of eDNA metabarcoding for detecting overwintering fish in
ice-covered environments

ISR 32 SN P B s

Tatsuya Kawakami', Daiki Nomura', Akihide Kasai'

1.bBEXE

1. Hokkaido University

[P-08]

BEANREIES 7 Z5=0 LAMP ;ZZ AV cRLRIGIRIE DNA SHrEDBFE

Development of LAMP-based environmental DNA detection method of the domestic
invasive fish Coreoperca kawamebari

KF 5 L #i 2

Ren Oshita', Hiroki Yamanaka®

1.BERKRFEKRER, 2. 5EAKE

1. Ryukoku University Graduate School, 2.Ryukoku University

[P-09]

Disentangling seasonality and uncertainty in riverine fish detections through seasonal
eDNA surveys

SV G T WL e, R BT

Tetsu Yatsuyanagi', Takeshi Ito'?, Misaki Shiomi', Reiji Masuda'

1.RK - 74—JU R, 230K - &M
1. FSERC, Kyoto Univ, 2.TBRC, Univ Ryukyus

[P-10]

Environmental DNA dynamics during early development and physiological changes in
salmon

BOH Mz A SR IE R SRR !

Masayuki K. Sakata', Takashi Kanbe', Shunpei Sato® Hitoshi Araki'

1LACBEKRS, 2. EMERFEENKERS - BEHE
1. Hokkaido University, 2.FRA



[P-11]
eDNA DHEBEICBIFEV—H—EKEFHRMNLRYI EZD7RIR : DFFEFENLUNONS VARV Y
[CKDEZEHIIC

Marker-dependent bottleneck in eDNA sensitivity: A breakthrough with eel-specific
retrotransposons

Tl A BB AR TP RS /N BT IR RIS

Itsuki T Hirayama', Yuta Kunimasa', Aya Takeuchi®, Kohei Oda', Toshifumi Minamoto®

1LHRERE, 2 A#%KF
1. Kobe University, 2.Kindai University

[P-12]

ZRVIFFOIRE DNA REDOHEZE (L EEEIE L DREER

Relationship between diel variation in Japanese eel (Anguilla japonica) eDNA
concentration and activity

B BRI, AY B BATE L M —A L AR 2R A B PO R B RC, oAk 2
Ak

Towa Onda', Hiroaki Murakami', Kazuki Kanoh', Kanato Ogiso® Hiromichi Mitamura?®,
Aya Takeuchi®, Shun Watanabe®, Junichi Takagi’, Manabu Kume’, Satoshi Katayama'

1LERILKE, 2. m#8AZ, 3.AHKE, 4 BESHELZF
1. Tohoku Univ., 2.Kyoto Univ., 3.Kindai Univ., 4.Ishinomaki Senshu Univ.

[P-13]

BARVATICHIF R I ADHEBFRIVIRIE RNA RO S

Assessment of tissue-specific environmental RNA release in rainbow trout under heat
stress

R4 e, S —# Y, R4 sk IR RIS

Rio Okamoto', Itsuki T Hirayama', Ryota P Kitani', Toshifumi Minamoto'

LHERE K ABRE
1. Kobe university

[P-14]

2021 Fh'5 2025 FICH I TOERREA=FEHTER)  BICHIF REHFROE(L

Changes in the fish fauna in Shizugawa Bay, Minamisanriku Town, Miyagi prefecture
from 2021 to 2025

AR R, B =

Shota Suzuki', Takuzo Abe'

1. EA=EEARBER Y 2 —

1. Minamisanriku Nature Center
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IRIE DNA ZHWCBER Y — )L SRR SRSl D B auiRe

Basic study for fish assemblage evaluation in floodplain pools using environmental DNA
HE R PR T e RA

Seiji Miyazono', Ryohei Nakao', Yoshihisa Akamatsu’

1 ILAKRE
1. Yamaguchi University

[P-16]
FIE DNA EEXIN—T0—F1 VT ZRVIREEREEH | THICH I DB RO BRI/ T —
[E2NT

Quantitative environmental DNA metabarcoding reveals fish biodiversity patterns in the
lower reaches of Yoshinogawa River basin in Tokushima

VNS i%ZE VO R R R RO, PR S, Ik st — % AR RS, Uk MDY

£ 1IN

Hiromasa Onikubo'? Yoichi Kawaguchl Takahiro Sato, Yoshihisa Akamatsu®, Ryohei Nakao®,
Ryoichi Yamanaka®, Sayaka Mori®, Yasunori Muto®, Mahito Kamada®

LN T 0y AVHIVE 2 UBH A, 2. BERE KFRAMBFEMER, 3. LOKY KXEREIBRFHER,
4. FUBRE EEBARERNFEL Y 2—, 5. BENPOZEA LK LEIV/ FUES
1. Pacific Consalutants, 2.Tokushima Univ., 3. YAMAGUCHI UNIV., 4.Niigata Univ., 5.NPO Tokushima Stork Fund

[P-17]
eDNA metabarcoding of St. Lawrence River basin in Quebec, Canada

AR AE D HE ST ME £ Sanderson Sarah? Hendry Andrew?
Hitoshi Araki', Shouko Inoue’, Takashl Kanbe', Sarah Sanderson®, Andrew Hendry*

1. 4EEEARE, 2.McGill University
1. Hokkaido University, 2. McGill University

[P-18]

Comparing eDNA metabarcoding and open-access observation data for freshwater
biodiversity in northern Taiwan

Ing Chen', Carolin Krug® Hsi-Cheng Ho®, Loic Pellissier’, Sean Willett?

1. Natl. Taiwan Normal Univ., 2.ETH Zurich, 3.Natl. Taiwan Univ.

[P-19]

=ERFICHITZRIEBHEDEE

Transition of fish community in Sanriku coast

o HEE L, EA WA ks S ML SRS, Es BT R R aAE Y BN SEE Y, R B
AEJEC R, A OUR, ORI S A 580, IR EE 1, Gl %#f FiiE S U N
A, BRI B R SR T k!

Kaito Shin', Tatsuya Miyamoto', Naoma Motomatsu', Akifumi Tanabe', Aiko Iwasaki',
Hiroaki Murakami', Kanji Hoshikawa', Riku Fukasawa® Goki Kasahara', Gen Iwashita',

Keisuke Ohta', Aoi Mitamura®, Naoto Shinohara', Minoru Kasada', Kagura Chiba', Shota Inoue’,
Tomo Iwashita', Tamao Uenoyama’, Kota Ishikawa', Michio Kondoh'

TLERIEKZE, 2. U@EERE, 3. MERERMTAERAE
1. TOHOKU University, 2.Hokkaido University, 3.Okinawa Institute of Science and Technology



[P-20]

Contrasting deep-sea and coastal surface fish communities:

An environmental DNA metabarcoding study of vertical stratification in Suruga Bay
Akshat Goyal', Michio Kondoh'

1. Tohoku University

[P-21]
Long-term monitoring of fish communities using eDNA metabarcoding
ICHUN Lily Lee', Tzu-Hao Lin'

1. Academia Sinica

[P-22]

KEBRELEHRODMELZTURZEE) U TR I RIEREIDRER

Exploring the fish assemblages shifting their distribution alongside commercially important
fishes in response to climate change

Ky e, Y A

Tomoo Oba', Masakazu Hori'

1.KER - BEHE KEERMRAR

1. Fisheries Resources Institute

[P-23]

BERABEICHITIMERIZE LHENFEDIRIE DNA F—I LR EIEATTEE

Comparison and potential use of environmental DNA data between citizen professional
scientists and scientists in marine fish communities

T2 s, U k!
Kagura Chiba', Kondoh Michio '

1. RACRFRF B R FRAze R
1. Tohoku University Graduate School

[P-24]

Fish fauna beneath the coastal sea ice in Litzow-Holm Bay, East Antarctica, revealed by
environmental DNA

WA BEORHE !, I OGRER? B okt C, AR w2 BRI EE S, A 50, B BT I et ©
RV A, =R B2 kG S S EoA RS

Kentaro kawai', Kotaro Ichikawa?® Mitsuki Kuroda®, Tsuyoshi Matsuda®, Kohei Hasegawa’,

Atsushi Takamatsu’, Mao Kuroda’, Saki Asai’, Yoshinobu Onishi', Hiromichi Mitamura’,
Akinori Takahashi®, Yoshinori Miyamoto®

LIREBKRE, 2. R#AE, 3. 8FMRRAREE, 4 REBEBKKE, 5 UBEKXRT, 6. REUBFKTE, 7. JUNKE,
8. E IR IT A

1. Hiroshima University, 2.Kyoto University, 3.JAMSTEC, 4. Port of Nagoya Public Aquarium, 5.Hokkaido University, 6. TUMSAT,
7.Kyusyu University, 8. National Institute of Polar Research
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Environmental DNA metabarcoding for the monitoring and assessment of marine
biodiversity and network interactions in coastal waters

Jinping CHENG', Linus Lo', Peiyuan Ye', Jing Yang'

1. The Education University of Hong Kong

[P-26]

I DNA X9 N\—1—F 4V 7 =ERAUS/ REED SO EIERS

Biodiversity survey in waters around the Okinotorishima Islands using environmental
DNA metabarcoding

IR K1, AT EE Y BRI M2 Al O BEIR 3REA S SEHT MMEC TS WG A ks

FHRR 2, KB sk !, s S4B S AURER Y, BB A, B AL BIF oK 2w '

A 1

Taichi Fujii’, Tomoyasu Shirako', Hiroyuki Yokooka', Hideki Sugishima', Yoshihiro Fujiwara®,

Takao Yoshida® Masaru Kawato®, Naoki Takatsuki', Satoru Taoka', Atsuo Ono', Shogo Kawashima',
Soutarou Takashima', Katsunori Nagano', Katsuto Sakurai', Masaru Nagai', Nobutoo Minegisi',
Eiichi Kikawa'

1. \WThkatt, 2. ENTHERREN B EMISRREE

1. IDEA Consultants, Inc., 2. JAMSTEC

[P-27]
Marine community genetics from environmental DNA: A test in the Hawaiian Islands
Taylor Ely', Peter B Marko'

1. University of Hawaii at Manoa

[P-28]

SREEERAVTESHY= =7 HeLIESDESKERFRICHIF-IRIE DNA BAE
Environmental DNA survey to clarify the habitat status of the endangered southern red
tabira bitterling ( Acheilognathus tabira jordani ) in Shimane Prefecture

WA R, SEIE AP, BB MY, R

Kosei Komoto', Yosuke Tsujii*?, Yuki Nojiri*, Teruhiko Takahara’

1. BIRRFEMEFRFE, 2. 2 FI7HELZESHRR, 3. #GELHA, 4 BREREEESNBARER
1. Shimane Univ., 2. A. tabira jordani Study Group, 3.Minamokan, 4.Shimane Pref.

[P-29]

KGEICHBIFBDFIN\S (Epinephelus akaara) DHRTRING —> & EhlithDEZER

Investigation of Distribution Patterns and Potential Spawning Habitats of Epinephelus
akaara in Osaka Bay, Japan

GE B SN b

KOUKI AOBA', TOSHIFUMI MINAMOTO'

1. R KRE
1. Kobe univ.



[P-30]
115 DNA ZRWItBFGRICS I 27 1 F XBAHE

Coastal distribution of Hexagrammos in northern japan inferred from environmental
DNA

fEl 2 B ez dE &2 R R ST W Y AR AR

Ataru Fukuyama', Masayuki K Sakata', Takashi Kanbe', Shouko Inoue', Tetsu Yatsuyanagi?,

Hitoshi Araki'

1LIUBEXRE, 2. R#KXZE
1. Hokkaido University, 2.Kyoto University

[P-31]

KEEYDERBMS LUBHOHM I ZMREVERFEN DNARBRICK BRI AL A
Verasper variegatus fEEE DIHREDHFE

Identifying predators of hatchery-reared juveniles of spotted halibut Verasper variegatus
by species-specific DNA detection from stomach contents of fishes and crustaceans and
bird feces

M AR BAEE T ZREP S B BRI, il st 9R RUSC Y BB fiEfE L R 28312

ek AR P RIS K 0 K 0 B B, R S K BESRC, AT s

= A S

Kazuki Kanoh', Hiroaki Murakami', Naotaka Fukano', Towa Onda’, Satoshi Katayama',

Toshifumi Minamoto®, Qiangian Wu®, Kanato Ogiso® Yushi Arai®>, Kazushi Sumino® Manabu Kume?,
Junichi Takagi®, Takahiro Yamanobe®’, Kaoru Narita’, Yuto Funaki®, Toshihiro Wada®,

Hiromichi Mitamura®

1LERIEKE, 2. REAY, 3. AEHEKRT, 4 #FKE, 5. 8EBR 6 BEXTF

1. Tohoku University, 2. Kyoto University, 3. Ishinomaki Senshu University, 4.Kobe University, 5.Fukushima Prefecture,
6. Fukushima University

[P-32]

IRI%E DNA ZAHVCETHAR EGRAICH T 2 ESHE O EME R DT LR
Comparison of seasonal changes in invertebrate communities in conventional and valley
rice paddies using environmental DNA

R 5K, R B R M, R 3 A°

Yuta Hasebe', Keiich Fukaya® Hiroki Unten®, Asumi Inaguma®

1T AFNBRERF L2 —, 2. EIREMSER, 3NECV 21— 3>A /RN—%
1. Kanagawa Environmental Research Center, 2.NIES, 3.NEC Solution Innovators, Ltd.

[P-33]

thEtA—HRKRICH T BIRE DNA SHZHVTKE R RIBO SR REICR I 5B 0ERIRET
Basic study for assessing aquatic insect diversity using an environmental DNA analysis
in first grade rivers in Chugoku district

Ry R AER S )R BT RS R

Momoko Nakamura', Takumi Hanaoka', Ryohei Nakao', Yoshihisa Akamatsu'

1 IAXRFXRF AR e
1. Yamaguchi Univ.
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[P-34]
Comparing traditional and genomic biodiversity assessments of stream invertebrates
across a subcontinental scale

Daniel Allen', Zaccheaus Compson®, Luiza Goncalves Lazzaro', Kierstyn Higgins', Chelsea Smith?,
Ibrahim Fagbohun', Lindsey Vande Streek? Kaley Cave® Albert Ruhi®, Arial Shogren®,

Carla Atkinson®, Kyle Leathers®, Michael Bogan®, Thomas Neeson’, Sean Emmons®, Megan Malish®, S
amuel Silknetter’, Meryl Mims®’, Travis Apgar'’, Brian Gill°

1. Penn State University, 2. University of North Texas, 3. University of Alabama, 4. University of California Berkeley,
5. United States Geological Survey, 6. University of Arizona, 7. University of Oklahoma, 8.Michigan State University,
9. Virginia Tech University, 10. California Dept of Fish and Wildlife

[P-35]

IRIZ DNA N\’ O9 1 EV T & BKERRDEFEEITRDERE

eDNA haplotyping reveals population connectivity of aquatic insects
By £ BB s, S HHE

Kei Wakimura', Tatsuya Ueno', Asuka Takami'

1. KIRAAKRF
1. Osaka Ohtani University

[P-36]

168E - RIAEDANNICH TR EERRE  KERREIRIE DNA [CKLBHREEHE

Integrated assessment of heavy-metal pollution in Hokkaido-Tohoku rivers using aquatic
insects and eDNA

PWH JLT- 1 Al 0 A B 4k B

Noriko Uchida', Yuichil wasaki®, Ryoichi Kuranishi®, Natsuko Kondo"

TERALKE, 2. EERMEEHIR, 3. R/ ITRAS, 4 EiREMER
1. Tohoku University, 2.AIST, 3.Kanagawa Institute of Technology, 4.NIES

[P-37]
Integrating eDNA and eRNA for stream health assessment using benthic diatoms

Keonhee Kim', Nan-Young Kim', Soon-Jin Hwang'
1. Konkuk University

[P-38]

BRIESEED TSV I EDBEXIN——F 1V T R

Year-round metabarcoding analysis of plankton communities in the waters near OKki
Islands

AR BAL !, K F2RER % 5 B2

Ayaka Kishimoto', Keitarou Oohara®, Masa-aki Yoshida®

1. BIRAFAFRERRSEHARE, 2. BRAZEMEREFY

1. Graduate School, Shimane Univ., 2.Shimane Univ.



[P-39]

BRI ARRAZ Y IO 1701 V5 Y JREDNAREDOHIE L BEREEE TOEH
eDNA metabarcoding survey of Sclearctinian corals in the OIST cotal project and its
result in the Kerama Islands

PP R s EE L AW ESET L BGE BoE L UK WEH L ek HEAT

Takeshi Noda', Mikihiko Higa® Kanako Hisata', Mayuki Fujiwara Suwa', Haruhi Narisoko',
Noriyuki Satoh'

1 BRI ERMAERAE, 2. M5 BEBRERT
1.0IST, 2. AMSL

[P-40]
Pristine Seas of the Pacific: Coral reef biogeography assessed using environmental DNA

Cameron Alan James Walsh'? Molly A. T‘immersm, Kathering Viehl'?, Cameron Angulo'?
Alan M. Friedlander®', Robert J. Toonen'? Brian W. Bowen'*

1. Hawai'i Institute of Marine Biology, 2. University of Hawai'i, 3. Pristine Seas, National Geographic Soc.

[P-41]
BREJEICKBRAREERRDFHEICRITZRIBR DA+ F T EXTHRE DNA OEFENGIRE -
EERDEFF

Developing a method to detect and quantify Cladosiphon okamuranus DNA from the
environment to assess the carbon fixation potential of seaweed farms
R FEORER Y, RS BAT Y B R BT il (R R /NS B VEDR A B i

Kotaro Kobayashi', Hiroyuki Fujimura', Atsuko Tanaka', Naoya Shinzato', Yoichi Sato?,
Teruko Konishi', Gregory N. Nishihara®, Michihiro Ito'

LAY, 2. BMRem 3 REBKE
1. University of the Ryukyus, 2.Riken Food Co., Ltd., 3.Nagasaki University

[P-42]

IRi%E DNA ZRW SN ICH 13 2 BABESE O

Impact assessment of nature restoration projects in rivers using environmental DNA
SHA B RAE BHOKE M S R R

Aoi Mitamura', Yuta Hasebe’, Akifumi Tanabe', Michio Kondoh'

LRIEKE, 2 8% IBRERFEY 27—
1. Tohoku University , 2. Kanagawa Environ. Res. Ctr.

[P-43]

HAMOKIEICH I BKEEMZEREUIREE DNA SBE

Environmental DNA-based survey of aquatic organisms in freshwater bodies in Tokyo
vEE —t, N BE L AR

Kazuya Nishida', Yuju Horiuchi', Yuichi Ishii’

1. RREBRIER F SRR
1. Tokyo Metro Res Instit Environ Prot
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[P-44]
BIFRBER)PKRICH T BIRE DNA BRETIVLERET —I 2RV [ EMEMEF EDIRS
Development of a riverine biomass estimation method using environmental DNA transport
model and discharge data in the Kiyotake River

PRI RET !, = B MR OR ME R

Kohei Nosaki', Yuki Mikami', Chen Xu', Kei Nukazawa®

1. BIEAF AT, 2. BBKF

1. Graduate School of Miyazaki University, 2. University of Miyazaki

[P-45]

IRIE DNA 2IC K BRI AR ZE U 1900 FaiEk ThI-3EMEE D REET

Long-term reconstruction of biological communities over the past 1900 years from Beppu
Bay sediments using environmental DNA analysis

WA R E Y PR R PR M, R R BSEC, T

Chisato Numa', Hideyuki Doi®, Tatsuya Saitou®, Yusuke Hirahashi®, Kai Nakane®, Narumi Tsugeki’,
Michinobu Kuwae*

TRILTEEREPIFR, 2. REAFAFER, 3. BEAFAFR, 4 BEAFLERENEMRLY 22—, 5. ILKE
1. NIT, Tsuyama College, 2. Graduate School, Kyoto Univ., 3.Graduate School, Ehime Univ.,
4. Marine Env. Studies, Ehime Univ., 5. Matsuyama Univ.

[P-46)
IRIE RNA & Zi0FEREREICH (I 2 EHE HRIBB IEDER

Environmental RNA reduces feed-derived false positives in coastal field surveys

EH O IR B U oA AR HEHG Y IR ST NS e g kT R R
AR Az !

Kaede Miyata', Yasuaki Inoue', Natsumi Kitazaki', Keisuke Nakane', Fumihito Kato?,
Hiroyuki Konishi', Koji Mine', Hiroshi Honda', Masayuki Yamane'

T.IEEMK St 2. FFLEKESERS
1. Kao Corporation, 2.Wakayama Fisheries Experimental Station

[P-47]

FBCOREMNTOEERATRE eDNA U275 —DRIF LT

Development and evaluation of a high-throughput, deep-sea deployable eDNA Sampler
Ty P M sER !

Tatsuhiro Fukuba', Ryota Koyanagi'

1. ENIFARFREREN B RS
1. JAMSTEC

[P-48]
Thermal traps constrain community reorganization under global warming

JIWEI YANG', Michio Kondoh'
1. WPI-AIMEC, Tohoku University



[P-49]

AVHAIERAIN-TD—FT 4V T DUR
Improvements to Metabarcoding for Unionidae
K fz!

Kazuyuki Ooi'

1. —MEEANNREEER S
1. Kyushu Environ. Eval. Assoc.

[P-50]
R VYV EMIRRDIREE DNA ORRERRED _EIC@II A mIER
Methodological advances for sensitive detection of Schistosoma mansoni eDNA

A 4! Chadeka Asena Evans®?®, Ngetich Benard?, Ododa George®, i\ = 6, R Fe¥-2
HIf) #%F 7, Njenga Sammy M.?, Ouma Collins®, &% B JF % 5 Al !

Yuna Yamamoto', Evans Asena Chadeka®®, Benard Ngetich?, George Ododa®, Sachiyo Nagi®,
Futami Kyoko? AyakoHyuga’, Sammy M. Njenga® Collins Ouma®, Shinjiro Hamano?,
Toshifumi Minamoto'

1. A KE, 2. RIGKE, 3. Kenya Medical Research Institute (KEMRI), 4. <t/ K%,
5. ASK Community Based Organization, 6. RRZFERKS, 7. BALRSF

1. Kobe Univ, 2.Nagasaki Univ., 3.Kenya Medical Research Institute (KEMRI), 4. Maseno Univ.,
5. ASK Community Based Organization, 6.Tokyo Women's Medical Univ., 7.Nihon Univ.

[P-51]

IRI% DNA ZIC K D RIEMERDEEELIEDREE

Evaluation of environmental DNA analysis for assessing crop pest abundance
AT AAE |, OV Bk ', SORN SOVANNLAKSMY', fhig ', )5 !

Kanoka Zaizen', Masao Ito', SOVANNLAKSMY SORN', Katsura Ito', Masaru Thara"

1. BHKE
1. Kochi University

[P-52]

BERPICZSFENZEELED DNA XIN—0—F 1 VI

Fungal diversity in tree stemflow revealed by DNA metabarcoding

[ D/ YNGR USSP R Y 3 R e B U IR

Kento Rammitsu', Ayumi Sakata® Ryo O. Gotoh? Tetsuya Sado®, Masaki Miya*

1LRRAFAFE R, 2 TEPRE, 3. FRH, 4. FREKX
1. Univ. of Tokyo, 2.CBM, 3.NIES, 4.Waseda Univ.

[P-53]

eDNA [C&B V1 I TRRDERRHFEDHRFE

Developing an eDNA-based method for detecting pests on Shiitake mushroom
substrates

HR T R B

Shoko Nakamura', Masahiro Sueyoshi'

1. BRI EFRZERR

1. FFPRI
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TILFFLvI X PCR ZRAWVEIRIEE DNA XIN—0—F 1 VT (L& 225 iR RIS & Z DIRG
& %

Simultaneous multi-taxa detection by multiplex PCR-based environmental DNA
metabarcoding and its field applicability

A R AT R MR R R A TRk B!
Masatoshi Nakamura', Tomoyasu Shirako', Hirotaka Minamino', Ayumu Ikoma', Yousuke Aramaki’

1. WTHMKAS*E
1.1DEA COnsultants, Inc.

[P-55]

BE_FDERIE DNA Z31ZREICIHE I 5 Koro-rin ;EDRF

Development of the Koro-rin method for efficient collection of terrestrial environmental
DNA

SN RER S SR I A LY

Manami Kakita', Yoshikazu Furuta', Hidenori Tanaka'

1. RNt EHF R
1. TOYOTA CENTRAL R&D LABS., INC.

[P-56]

BFHRIFKD S DI OULEDEILS LU R IHFEDRE(L  HERE~NDILA
Establishment of nuclear recovery methods from field environmental water and
optimization of analytical techniques: Application to hybrid detection

KB LU, YO M2 P AR AR, leh e R RS

Nanako Yano', Masayuki Sakata® Akio Imamura®, Hiroki Yamanaka®’, Toshifumi Minamoto'

1L EERE, 2. dUEEAE, 3 UBEREAE, 4EAATF

1. Kobe Univ., 2.Hokkaido Univ., 3.Hokkaido Univ. of Education, 4.Ryukoku Univ.

[P-57]

BT BEREEL T+ —R/\vI8RIAICE 3 =1 _EIR1E DNA 72’ O0—F D;EA

Utilization of an arboreal eDNA approach for elucidating the eco-evolutionary feedback
in natural conditions

KAE WE ' WilE B °

Fugen Okuma', Shunsuke Utsumi®

1 AUEEAR BIERTR, 2 UBEAY HEBER SRR

1. Hokkaido Univ., Env. Science, 2.Hokkaido Univ. Env. Earth Science

[P-58]

BB B O EMZAREITERIC AT fEEsRZFIRA UCIRIE DNA @t O@E Ao getiRst
Stemflow eDNA as a window into forest canopy biodiversity: A case study on lichens
PO A, MG RN MR A0, Bk s Sk oMY MR RS, BPH BESE S, R AEERC, B OEMT

Ayumi Sakata', Kento Rammitsu® Tetuya Sado®, Ryo OGotoh', Mitsukazu Mitsugi®,
Atsushi Ebihara®, Hiromi Tsubota®, Yuya Inoue®, Masaki Miya’

1. FERIFRREYEE, 2. /AHEE, 3. EIRM, 4 RATEEREM, 5 EuRFEE, 6. LEXTE, 7. BfHEKX
1.CBM, 2.Univ.of Tokyo, 3.NIES, 4. Univ.of Tokyo Chiba Forest, 5.TNS, 6.Univ. of Hiroshima, 7.Waseda Univ.



[P-59]

FMICHIFBIRE DNA HSiZ AW CEYRRE—T) KXY VTV T EKMFE—

Biota survey using environmental DNA analysis in forests from river water and tree leaves
ZH PE L Il e

Asaka Yasuda', Hiroki Yamanaka'

1 EERKE
1. Ryukoku University

[P-60]

LLithsa]) [ 7K DIRIE MIG-seq 371 KB &K AR SHEITEDEIGHIZ 1R 45T

Assessment of genetic diversity of dominant trees from river water using MIG-seq analysis
of environmental DNA (eMIG-seq)

UTTANETF) S b= ey N S || 1= R SR N R T TN

Rina Horie', Kodai Hamatsu', Naoko Ishikawa', Daiki Takahashi®, Yoshihisa Suyama’

1LERIEKRZE, 2. UNKE
1. Tohoku University, 2.Kyushu University

[P-61]

ANEDT1—ILRY A S DIRIE DNA ##HICDWVWTOHET
Attempt to detect eDNA from field signs of snake
N L i gUN

SOH Kobayashi', Daisuke Nakano'

1. —RFEEN  BIRRAKERR
1. CRIEPI

[P-62]

BElE Y > IV RV EIRIE DNA ST K S IEZLIEEIEEDS & ~ RSB ERE DR~

An attempt to assess mammalian fauna through environmental DNA analysis using
terrestrial samples: A comparison with conventional field survey results

KA kA, i WA S AER] ! BT AR Y iy e

Maki Osuga’, Hirokazu Hori', Seiji Sawaki', Yuka Munakata® Tomomi Yamazaki

1. AR, 2 MRAHBIERE Y —F

1. CTI Engineering Co.Ltd., 2.ER&S co,, Itd.

[P-63]
LAMP JEIC K BDIFENFKEMF 3> DIRIEDFRFE

Development of a detection technique for specified invasive species Reeves’ muntjac
using the LAMP method

ANGOE TR ORI RIR Y, R OBE ' Bk B i B °

Chinatsu Kozakai', Reina Inagaki®, Ayaka Hata', Yusuke Goto®, Shirou Fukuta®

1. U, 2 BHRRFNSHERS, 3. INE AR
1.NARO, 2. Aichi Agricultural Research Center, 3.lbaraki Nature Museum
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[P-64]

IRIE DNA TEOBHEMZRE ~R1Y hO—5—IC&BMREREDEEL

Detecting terrestrial vertebrates using eDNA: A field validation of ground surface sampling
with a paint roller

BT AR RH MR ORAY WA ey s KR ST SRR S, SR AR 2 R RIS

Yuka Munakata', Yudai Nagata', Takeo Otani', Tomomi Yamazaki', Takafumi Mizuno',
Hirokazu Hori® Seiji Sawaki’, Toshifumi Minamoto®

1. (B RIBEE VT —F, 2. (BF) BRI, 3. MR AZEAZRABREREZMER
1.ER&S co., Itd., 2.CTIENGINEERING CO.LTD., 3.Grad. Sch. Hum. Dev. Env., Kobe U.

[P-65]

IRI%E DNA ZHVEBLLICSIF2HFEEME IV T FEDKRE

Evaluation of wildlife monitoring approaches in Satoyama landscapes through
environmental DNA

TN EME AR DT B ARk R & R

Shusaku Hirakawa', Taeko Ishima', Yuya Saratani', Tomoko Koga', Yohei Kaneko'

1. B R R RIS

1. FIHES

[P-66]

BERICBIBDHELS /Y VgZBNE L7 I 7RSIV RU7 DNA ZiFH & T % gPCR &
FROBFE

Development of a qPCR assay targeting Asian-haplotype mtDNA to detect wild boar
( Sus scrofa ) in Saitama

/N

Hiroyoshi KOYAMA'

1LIBERBEERMME L2 —

1. Saitama Agri. Tech. Res. Ctr.

[P-67]

Seasonal diet of wild boar ( Sus scrofa ) revealed by DNA metabarcoding analysis
A BT AR MEZ AR BT M st EE MR

RIE SAITO!, YUI NEMOTO? YUMIKO ISHIT®’, KOSUKE KANDA* MASANORI TAMAOKT®

LEFKRE, 2RREXRKRE, 3 EIREMER 4 BERRRAELY 22—
1. lwate University, 2.Tokyo University of Agriculture, 3.NIES, 4.Fukushima Prefecture



[P-68]

Ny TH VTV TEICK B I TORIRIE DNA SAEADERICEE I %5

Evaluation of the application for fish environmental DNA survey in rivers using the
passive sampling method

B AR s OB AR bR SRR, EREE RS, P KW, TR T

AR B

Yu Maebara', Fumiko Imamura', Mika Gunji', Miho Igarashi', Takayoshi Tsuzuki®, Daisuke Naito?
Ryohei Nakao®, Yoshihisa Akamatsu®

1. BAIEMRRH, 2. R&EHEEA UN\—70> Mg, 3. ILAOXZF
1. Nippon Koei Co.Ltd, 2.Japan Riverfront Research Center, 3.Yamaguchi University

[P-69]

IRIE DNA Ny 2 T9 TV TEICK DR KR OERFRIBILE

Surveying the fish fauna of the Onga River system using an environmental DNA passive
sampling method

AR MK EEHE W, IR A % KPR BEIR C, R T RS RACC

Yuta Tominaga', Tsuyoshi Saito', Hiroki Ono® Maya Ootsubo® Ryouhei Nakao®,
Yoshihisa Akamatsu®

1. EAARMRERE ), 2. BL8E WM AERER =8 I5E)IIEH, 3. L0OXE
1. West Japan Engineering Consultants, Inc., 2. Ongagawa Office., 3.Yamaguchi Univ.

[P-70]

PEMIBET) [ 2K DIRIE DNA SICK D EKIEDIFZLAE - BARETHIE DR : HKEENYY T Y
TV I EDHER

Evaluation of mammal and bird communities in a catchment using environmental DNA
from rainfall-runoff river water: Comparison of water and passive sampling methods
R R, Kb B R S R R

Keita Henry Okada', Nozomu Onaka', Ryohei Nakao', Yoshihisa Akamatsu’

TLEAXZF
1. Yamaguchi University

[P-71]

NI TIPTS5 —CKDHEIE. B, EMORE

Survey of mammals, birds, and plants using passive air samplers

FI7- e, IR R VR R Al e 2R BRI Lk Y e I ik A

Tomoyasu Shirako', Taichi Fujii', Sasu kelto', Fumiyuki Saito', Katsunori Youda', Toru Yamazaki'?,
Asaka Yasuda®, Hiroki Yamanaka®

1. WThHMAR, 2. V2 AERERERTIV—T, 3. BEBRFLIRETFY
1.IDEA Consultants, Inc., 2. Mountain hawk eagle ecological research, 3. Ryukoku University
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ARI7OVIVERZRVWERIE DNA XIN—0—F1 VT ICLDEMEZI UV T DOIEEMH
Potential of environmental DNA metabarcoding using aerosol samples for biodiversity
monitoring

Yoy 54K 1 FIH EW % Mk S08C, IR ER Y RIE BT

Mizuki Sakazaki', Masashi Wada®, Fumikazu Ikemori’, Masao Nasu', Kimiko Uchii'

1. KIRABKRE, 2. BEEMNREKH, 3. RIEAF
1. Osaka Ohtani University, 2.RIEAFO, 3.Nagasaki University

[P-73]

Methodological assessment of rotorod-based airborne eDNA collection in a cave
environment

BRI BR EEE N BEAR T, B

Shih-Yuan Lin', Su-Ning Chang', Hsi-Cheng Ho', Ing Chen?

1.EiIEERE, 2 ErEEMmEAE

1. National Taiwan University, 2.National Taiwan Normal University

[P-74])

Exploring the potential of airborne environmental DNA for terrestrial wildlife monitoring
U MEECT, WM ORI, VEHE GEIE T, K BERA T, SOEEEF Y ORI R AR R S EOR WRERT Y
FT 1S, BRI WSS T i

Masae Hirose', Kazushi Masuda', Masahide Nishibori', Takahiro Yonezawa', Jiaqi Wu',

Satoshilshi kawa® Miki Takahashi®, Yasuko Aoki? Hiroshi Yasue®, Ayako Noda®’, Jun Hatase®
LIEBAEKRFER, 2. BIUMIEME, 3. #at D ISEETFHZEM, 4. LETREEINE

1. Hiroshima University, 2.Fukuyama City Zoo, 3.Tsukuba Gene Technology Laboratories ,
4. Hiroshima City Asa Zoological Park

[P-75]

Airborne eDNA metabarcoding reveals locatio-specific zoo mammal faunas

BE R, REME MR, VEYR OESE ' MOEE i BPH WS T- P 2 i

Kazushi Masuda', Masae Hirose', Masahide Nishibori', Jun Hatase®? Ayako Noda? Hiroshi Yasue®

LILBKRZE, 2 LEETRESNAR, 3. a2 ISEEFHZER
1. Hiroshima Univ., 2.Hiroshima City Asa Zoological Park, 3.Tsukuba GeneTechnology Laboratories

[P-76]

ERDZETZRAVcEMRIE DNA SR OEFRIZHA

Forensic applications of human environmental DNA analysis using indoor air
AR WD AT SRR v SR SN BB SRR AR RO R
D N TE 7 - M s S

Atsushi Nagai', Yukiko Dozen', Nana Miyoshi', Natsumi Kawabata', Hikari Kaito', Yui Goto',
Yurika Ushimaru', Minami Katsumata', Moe Inaizumi', Tomomi Michiue'

1 IR B AR
1. Gifu University
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IRIE DNA SHRICBIFBDHS AT 74 N—T 1 ILI —DIEEELLER

Performance comparison of glass fiber filters in environmental DNA (eDNA) analysis
AH #ik !, KA WIZE !, s 936, B0 Ak, ke !

Yudai Nagata', Takeo Otam , Tomomi Yamazaki', Yuka Munakata', Takafumi Mizuno'

1.t BERE Y —F
1.ER&S co,, Itd.

[P-78]

IR1%E DNA f#th & SRE RIS RNA T D LLEHKEE

Comparative verification of highly sensitive environmental RNA analysis than
environmental DNA analysis

T R SR R R WL AHEh AR RBH ET

Shoma Matsushita', Yutaka Suzuki', Susumu Yoshizawa', Minoru Ijichi®, Shoji Oda'

LEREREAE, 2. HREBIAE
1. The University of Tokyo, 2.Tokyo Metropolitan University

[P-79]

PCR JU—OYJU—RY—T2VI0T1C&B eDNA SOOIV RUFZ 2RO

Complete fish mitogenomes from aquatic eDNA using PCR-free long-read sequencing
KEF O !, Hrp F!

Hinano Mizuno', Hidenori Tanaka'

1. R S HEPRATTA
1. Toyota Central R&D Labs., Inc.

[P-80]

A novel octocoral-specific primer of the mitochondrial MutS-like protein (mtMutS) gene
for environmental DNA (eDNA) metabarcoding

Agus Alim Hakim'? Fabian Gosser', Jue AA Lalas'®, Emmeline A Jamodiong', AnZe Abram®,

Ulla von Ammon®, Guillermo M Castello', Kurt BB Bacharo', Yoshihiro Fujiwara®, Jeffrey Jolly’,
Timothy Ravasi’®, James D Reimer'”’

1. University of the Ryukyus, Japan, 2.IPB University, Indonesia, 3.PICRC, Republic of Palau, 4. Jozef Stefan Institute, Slovenia,
5. Cawthron Institute, New Zealand, 6.RIGC, JAMSTEC, Japan, 7.0IST, Japan, 8.James Cook University, Australia,
9. TBRC, University of the Ryukyus, Japan

[P-81]

=212 eDNA BfiFE QuickConc DATEHFINDEH

Application of the high-efficiency eDNA concentration method, QuickConc, to large-
volume samples

AR 2 1, Wu Qiangian®, A4 % 2 IR A3

Tomohiro Kuroita'? Qiangian Wu®, Ryo Iwamoto'? Toshifumi Minamoto®

1. #£z{&%t AdvanSentinel, 2. BEFREEKARIT, 3. BFRFAZARFERABFREREZL MR
1. AdvanSentinel Inc., 2. SHIONOGI & Co., Ltd., 3.Kobe University
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BEIKSEE T DIRIE DNA BURICH I3 FFRIRMEREZE QuickConc DBERMET

Evaluation of QuickConc, a novel on-site concentration method, for environmental DNA
recovery under turbid water conditions

ot MUk B =k B OBEE R

Chen Xu', Yuuto Tokunaga', Yuki Mikami', Kei Nukazawa'

1. BIBAE

1. Miyazaki University

[P-83]

NTVFAE—23> MIG-seq (hyMIG-seq) ;EICKDERIE DNA £
Hybridization MIG-seq (hyMIG-seq) for the environmental DNA analysis
PR SR, I T S ORR 2 B A

Kodai Hamatsu', Naoko Ishikawa', Daiki Takahashi® Yoshihisa Suyama'

LERILKZE, 2. UNKFE
1. Tohoku university, 2.Kyusyu university

[P-84]

PMiFish ver.3.0 : IRiE DNA XIN—=0—F 1 VT ERINA TS5 A4V DR

PMiFish ver.3.0: An improved pipeline for eDNA metabarcoding workflows
Tk o5t !

Ryo O. Gotoh'

1. FTRRIIHREE
1.CBM

[P-85]
Multidimensional community data analysis: Tensor decomposition of spatiotemporal
environmental DNA data

Masayuki Ushio'
1. Hong Kong Univ. of Sci. and Tech.

[P-86]
HydroGen: Integration of DNA-based assessment tools into water quality and biodiversity
monitoring

Robert Moise', Michael Connell’, Jens Carlsson', Mary Kelly-Quinn'
1. University College Dublin
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BIETOYVY—LBIE sEVs (eExosomes/esEVs)) : KEEMRBOFH A2 ="5—yayxy
D —2 DERAR

Environmental exosomes/sEVs (eExosomes/esEVs): Mediators of a novel communication
network among aquatic organisms

KEE N IR, ABAR eBEC G VR UL E R R, KT g

NAY— R ZERET-° BTl FE S, kI AT PEER R, HH RS, @I B!

Ryo Yonezawa'? Lingxin Meng', Naoki Hashimoto®, Susumu MItsuyama', Takanori Kobayashi',

Kazutoshi Yoshitake'”, Shigeharu Kinoshita', Nahoko Bailey-Kobayashi °. Kaoru Maeyama®,
Kiyohito Nagai®, Shugo Watabe®, Tetsuhiko Yoshida®, Shuichi Asakawa'

LRARE, 2 BREWMER 3.WIFE L - BEBRARPR, 4 3LBXEF, 5 ROEMHK - SInEIEMZEA, 6. HAKRER

1. The University of Tokyo, 2.Nihon University, 3.K. MIKIMOTO & CO., LTD., 4.Kitasato University, 5.TOAGOSEI CO,, LTD.,
6. Mikimoto Pharmaceutical CO., LTD.

[P-88]

IRI%E DNA 3th5& 5 > FIL D7 —h4 T{EDE$HH

Archiving environmental DNA samples remaining after analysis and their future use
FeBE A ' AR By Erp e

Yuki Taruma', Keiko Muraoka', Takayuki Tanaka'

1. ETHAZSREREAN T ARBAZEFR
1. Public Works Research Institute

[P-89]

BAHREY A - OECM [CH(FBIRIE DNA DIEE! &5

The role and demonstration of environmental DNA in OECMs and nationally certified
sustainably managed natural sites

A Sk |, SR AR MR ME— L SR BRI NI R N R, KA WA Y R K

B AR 1y 952

Koyo Fujimoto', Seiji Sawaki', Yuichi Seguchi', Hirokazu Hori', Daisuke Ogawa', Keita Kawajiri',
Takeo Otani®, Yudai Nagata®, Yuka Munakata®, Tomomi Yamazaki®

1. kAR EMAZERR, 2. MASHIRERE U T —F
1. CTl Engineering Co.Ltd., 2.ER&S co,, Itd.

[P-90]

IRIE DNA OHBERETDIERENEZERD

Considerations and improvements for the social implementation of environmental DNA
G S

SATOKO SEINO'

T AMNKE
1. Kyushu University

The 8th Annual Meeting (Yamaguchi)



[PS-01]

EROEREENC K BEIZANMRIE DNA SIEF EDESE

Establishing a low-cost environmental DNA survey method using high school clubs
Prise )

FERABEFR LIRS

[PS-02]

DNA RFEF 21— DiELIC KD DNA BEEH KLU DNA EORIFE(LDLLE

Comparison of temporal changes in DNA concentration and amount depending on the
type of DNA storage tubes

BRI ., B Bl AR A&EE ZHE S

PNt L Rl

[PS-03]

YR IOEaDEVPRODEFRICKIFT F XTI DRZEDFHE :
BEDOREICESIN DNA ZFEHHUICLT

Evaluating the effect of slugs on the survival rate of Indian fritillary (Argyreus hyperbius)
larvae: eDNA traces from slug feeding marks on the host plants of the larvae

AP Shor L ST AR % A BRI C R S

LAVIEEEFR, 2. BIRKEEMERMFE

[PS-04]
IRI%E DNA S thZzAVWCRIBBICSIF D F AUIRN R 3D DS HRE
Distribution survey of the Lefua torrentis on Awaji Island using environmental DNA

WA g IR AL
| EEREER, 2 HEAY

[PS-05]
ESEMNIRIE DNA FEZERWVISEIIKRICBIFBDYF I+ OERIRRABICHNERER S14 < —
DEZETB LTHREEICDONT

Design and validation of species-specific primers for environmental DNA analysis to
assess the distribution of Abbottina rivularis in the Yodo River system

BH B AR A& ZHH B R &C
KIREHEFFIR BFERITER

[PS-06]
IRI%E DNA [CKDRERTHR) K ROBIEFRBEZRE I SIRIEERRE DR

Environmental factors shaping fish assemblage structure in the Yura River system, Kyoto,
revealed by environmental DNA

R R R FESRME M 3K LN B OAH 0K R AR
BHLEEER BARFY

[PS-07]
Environmental DNA reveals enhanced vertebrate biodiversity on artificial oyster reefs

Arya Kambhampati', Jason Adolf*
1. Nightingale-Bamford School, 2. Monmouth University
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Presentations of junior high and high school students*

* The session will be in Japanese, with minimal English-language usage expected.
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HIEF—URL: HEEREICEEENLET, HUIIARY A MBSV,
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t @: BIEDNAYSOARERTESATEERRF

Purpose

Although the presentation session by junior high and high school students was a part of poster
presentation sessions in previous annual meetings of The eDNA society, the Yamaguchi meeting
will have a webinar-style presentation by junior high and high school students. Through this
webinar, we will provide students with opportunities to share research results and discuss with
a broad range of audiences including professional researchers and other student researchers.
To promote eDNA studies in junior high and high schools, we will give presentation awards for
outstanding presentations. This session will be open to all members of The eDNA society as well
as participants of the Yamaguchi meeting.

Time and Date : 14:00-16:00, on Saturday, December 13, 2025 (JST)
Webinar URL:  We will send the URL to registrants. Please check the web site of the meeting.

Advisers : Ryutei Inui (FIT), Ryohei Nakao (Yamaguchi University),
Seiji Miyazono (Yamaguchi University), Noriko Uchida (Tohoku University)

Organizer: The poster presentation team, Organizing Committee of the meeting
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Sponsored Seminar
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205&:%%= | 205 Conference room
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MiSeq™ 1002 cE F X F RS IEFHDIRIEDNAXIN—-T—F 1T

Environmental DNA metabarcoding for various taxa using Illumina MiSeq i100
system

hE FE¥ (HEHR (GFay) - ILORFRFBeAl R 5e R
Ryohei Nakao (Project Associate Professor, Graduate School of Sciences and Technology for
Innovation, Yamaguchi University)

BREEDNARY N—O—F 4 7 FII 0 G e 3 50 A RENITHRIE T2 FiEThY), HAELLOSHEED
FEZANTITHEHAEINT WS, BREDNAAYN—O—FT4 7 ZBWT, = —loO7F—y0H R
PEBEDE WL, GG RO NGB L G525 BRNOVEDTHAHEE Z5NA, £ T MiSeq i100% H\\C
SESFESER (B B WAL, KERBE) OBREDNAXIN—I—TA 72TV, @BEOFEE
(iSeq™ 100, MiSeq) &IL#R$ 2L CTHMEM O HIMEZFETL 720 ARIERKTIE WK Tz vz
HREEZHWT, ZORREZITHALIV,

Environmental DNA (eDNA) metabarcoding is a method for the simultaneous detection of target taxa
and is currently applied to the monitoring of various organisms. In eDNA metabarcoding, differences
in data compatibility and performance between high throughput sequencers (HTSs) could potentially
influence the output of eDNA data. Thus, we performed eDNA metabarcoding for various taxonomic
groups (fish, bird, mammal, aquatic insect) using the MiSeq 1100 system and evaluated the compatibility
between previous Illumina HTS systems (iSeq 100, MiSeq). In this presentation, we would like to show
the results obtained from river water samples.

Illuminaf /R—=Y3y0O—-RIvD ~HBBET~
Illumina Innovation Roadmap

b K =7AXRIYYYAL - A V3FFRA L4 Cell Molecular Biology and Agrigenomics)
Kenta Naka (Senior Specialist, Cell Molecular Biology and Agrigenomics, Illumina K.K.)

WA —r =13, 1R OENT CEE T S EIRICB L SIE RSP E DS BETH D, 20004E IS E L
TUK, A Bea B 720 Tl RIS, KED B LRERA LB TSN TWET,

AGEH T, MEAERREDNAA RTINS E T 72&E L 72MiSeq 11003 —XTFICH 7212 ez il gaL
V=7 Y AREELEFT M THIRIC OV T T S E TN 272EE T,



Next generation sequencers can determine millions to trillions of base sequences in a single run. Since
their introduction in the 2000s, they have been utilized not only in life sciences but also across various
fields including medicine, agriculture, and fisheries.

In this presentation, I will introduce new product information, including sequencing reagents new-
ly launched for the MiSeq 1100 series, which I presented at last year's eDNA Conference.
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Company Exhibition

A IVE=F A4 | Illumina KK.
(RISt | Sumitomo Corporation
HRAEHZIS5 L | SCRUM Inc.
BEEmERNat | KURABO
MRS ERIRISZEAT | KenKan Consultants Co., Ltd.
HRE|HTI7ATvT | FASMAC CO., LTD
HRatt+74"Y | QIAGEN K.K.
BAI &%t | Nippon Koei Co., Ltd.
HREtTrv¥2/8R | FISHPASS Co., Ltd.
B S EWER | Bioengineering Lab. Co., Ltd.
#£4tBS | Hiyoshi Corporation
#HIE A1t OceanFluidics | OceanFluidics Co., Ltd.
AU—IR « #—IvU2vNI—JHRAH | 3S Ocean Network, Ltd.
#IattAdvanSentinel | AdvanSentinel Inc.
HRARHKANSOFZ /X | KANSO Technos Co., Ltd.
FOXH%RA | Promega KK.
HREttHRH | KANEKA CORPORATION

1=

Sponsors

A IL=FHRA4E | Illumina K.K.
HRXatES | DASSAI Inc.
HRSHTBEERIVYILI >V | Aratani Civil Engineering Consultants CO., LTD.
B ERIBIEZEAR | KenKan Consultants Co., Ltd.
BASI=P#X Rt | MIKUNIYA Corporation
At EHRKAt | OYO Corporation
N T4wI AV ILI IR EL | PACIFIC CONSULTANTS CO., LTD.
BATIE#KAt | Nippon Koei Co., Ltd.
HREEKANSOFZ /R | KANSO Technos Co., Ltd.
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