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The 9th Annual Meeting of The eDNA Society

Congress President/Chair of the Organizing Committee

Michio KONDOH
Tohoku University

A Guide to The 9th Annual Meeting of The eDNA Society
Welcome to The 9th Annual Meeting of The eDNA Society in Sendai.

This year, we have tried something a little different. Rather than presenting a collection of inde-
pendent sessions, we have designed this meeting as a journey — from observing nature to using
nature information to support better decisions and a better society. If time allows, I hope you will
experience the conference as a whole over the three days and enjoy this journey with us.

Over the past decade, environmental DNA (eDNA) has rapidly evolved into a powerful tool for ob-
serving biodiversity. Today, however, we stand at the beginning of a new chapter. The challenge is
no longer simply to observe nature. Rather, it is to transform nature information into a foundation
for better decision-making by governments, businesses, local communities, and citizens. This idea
is reflected in this year’s conference theme: “Envisioning the Future of eDNA as Social Infrastruc-
ture.”

The conference begins with discussions on building reliable observations through quality assur-
ance and standardization (Quality-Ready). It then explores how those observations can become
information that supports decision-making (Decision-Ready). From there, the discussion expands to
implementation in society (Implementation-Ready) and to engaging citizens in observing and using
nature (Citizen-Ready). These four “Ready” concepts are not separate topics. Together, they form a
single story — one that connects observing nature with improving society.

On the final day, our Public Symposium takes a slightly different perspective. Rather than asking
“How do we create nature information?”, we ask: “How do we use it?" Together with speakers
from government, business, local communities, and design, we will explore who nature information
is for and how it can help shape a better society.

I encourage you to step beyond your own field of expertise and join a few sessions you might not
normally choose. You may discover new ideas, new collaborators, and perhaps even a new way
of thinking. By the end of these three days, I hope we will have shared not only a deeper under-
standing of eDNA, but also a new vision of how Nature Information can help shape the future of
society.

I very much look forward to welcoming you to Sendai.

The 9th Annual Meeting (Sendai)



Special Guest

Professor

Margaret Leinen

Scripps Institution of Oceanography, University of California - San Diego
Chair of the Ocean Biomolecular Observing Network (OBON)

Chair of a program of the UN Decade of Ocean Science for Sustainable
Development

An Introduction to the Ocean Biomolecular Observing Network (OBON)

We have seen a very rapid uptake of eDNA use for many environmental applications. This has
resulted from a combination of the excitement of the scientific community for this technique, the
usefulness of the data for biodiversity needs and the potential ease of use for non-specialists. The
Ocean Biomolecular Observing Network was formed to serve both the science and the applications
communities that are interested in eDNA and other biomolecular techniques by fostering method
and technique development, tools for use, capacity development, and by sponsoring opportunities

to convene the international community of biomolecular scientists.
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Schedule

10A108(x) | Oct. 10, Saturday
13:00-13:20 R (KFEE=ZE) | Opening Session (Large Lecture Room)
13:30-15:00 HH%= 1 (KFE&HE) | Contributed Session 1 (Large Lecture Room)
[MEEMeDNAGRAIXHEEA VT 3ICIED D)

“Can Citizen eDNA Monitoring Become a Social
Infrastructure?”

15:30-17:30 KRRI—FFK (5—=VJIEVR)
Poster Session (Learning Commons)

15:30-16:30 HFHBESNKAYI—I7IA L | For odd-numbered posters
16:30-17:30 BEBFESKAYI—I754 L | For even-numbered posters

10811H(H) | Oct. 11, Sanday
9:00-10:30 f{EHER1 (KFEZ=E) | Organized Session 1 (Large Lecture Room)
[RIEDNADREEIE — ¥ = a7 LD SEREEHIE -EHEN —]
“Quality Management for Environmental DNA: From
Operational Manuals to Certification and Standards”

11:00-12:30 HBEMHER 2 (KFEE=E) | Contributed Session 2 (Large Lecture Room)
[ERIBDNASERIRIZ D RAIHR]
“Environmental DNA in Practice: Frontiers of Real-
World Implementation”
13:00-14:00 1#HEE=+— (KE&HZE) | Sponsored Seminar (Large Lecture Room)
[t KROHDEMZARED RN —5, |
“Society’s Need for Field Data on Biodiversity”
14:30-16:30 KRRI—FEK (Z—=VJIEVR)
Poster Session (Learning Commons)
14:30-15:30 HHBESKAYI—I7 94 L | For odd-numbered posters
15:30-16:30 BEBFESHKAYI—I75A L | For even-numbered posters

18:00-20:30 #H=|Hiz (FEWRE) | Banquet (Midori Dining)

The 9th Annual Meeting (Sendai)



10812H(RA) | Oct. 12, Monday

9:00-10:30 fE%ER 2 (KFEE=E) | Organized Session 2 (Large Lecture Room)

[Decision-Ready Biodiversity Information — BA1ER
HRZESKIRTHH —]

“Decision-Ready Biodiversity Information: Towards a
Nature Information Society”

10:40-11:00 KRRY—-EREN AN (KBEE)

Poster Award Ceremony & Closing (Large Lecture Room)
11:15-12:45 FAIRe D—Jv3v7 (F10EEE)

FAIRe Workshop (Lecture Room 10)
13:00-16:00 LBV VKRIDL (KEEZE) | A Public Symposium (Large Lecture Room)

[BERIEEN BB - blcUIcBDEIR|
“Nature in the Information Age: Choices for Our Future”

13:00- fi% | Open

13:30-16:00 & - UL—b—J&ZJOAM=T
Lecture, A Series of Short Talks & Crosstalk

OB A
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Access

I&#RE | Route map

fhaz=® fL=ER ., BELIOEYX
Sendai Airport Sendai Station E Aobayama Commons

— @ P [ e

e E M TEXRER 95 MERWAR) h

— Sendai City Sub h5iEd 65
E % {Ill T?sz\a iall.ingg tr’:'li‘r‘:ay from Aobayama Sta.: %g Ill

WEZTHET7IEASE 6 min. on foot. . .
Senndai Airport Access Line Station Q A% /Z
HE 17 49 / 258 25 4 —

Rapid: 17 min. / Local: 25 min. R2O—-810%

Taxi: Approx. 10 min.

[FELIAEVANDT 7€ R] (Access to Aobayama Commons)
T ERERPERR [FEILEBR) KV ESK6D (ILEEREK Y FEH)
About a 6-minute walk from Aobayama Station on the Subway Tozai Line.
(from Sendai Station).

O EETEFLEIRONSH ENHET

Exit the ticket gates, turn right, and take Exit
South 1 to street level.

] @QERDLVHBEDERZEEL
RELVEGITLEY

Go straight along the brick-paved path in
front of you, and turn right at the end.

BF0OVEZ (O—VY) ABYBEEXT
Walk past the convenience store (Lawson)
on your right.

® Z D%, ERIFFIICHZSEMH
EELOEYR] TY
Just ahead, the building on your left is the
"Aobayama Commons".

The 9th Annual Meeting (Sendai) _
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Location map of Convention and Banquet

wTaRms B
FEILR

XTITI .
A /=gy~
'ry-—

Aobayama Station
v South Exit 1

LT¥UTY h e
T/ R=2avtoy—

KEET BRI

Lawson A /=23

ERAO
Entrance
1V IMay
1 F ‘ RAZ—%E QD Registration @

Poster Presentation (1)

I, T
= WC| wc
S—ZYYaEVX() |
Learning Commons 1 HEYRE
PEHEIR-2Z Midori Dining
Corporate Exhibition Space BRes
Banquet Hall

S—Z=F3EYX(2)
Learning Commons 2
KR —RE @ —

Poster Presentation @

2F

X X | X

HITBBDNAZ RIS KA

AMBEE
Large Lecture Room
WloMBE BomnE weMEE
Lecture Room10 | Lecture Room3 | Lecture Room8 —
I-95397 x sm-o |WC we B
Workshop Cloakroom o=
—A——A
poEF B HRE=E HIERZE o t-n_
Lecture Room3 Lecture Room 3 Lecture Room 1
MERERE HRE kE=E
Staff Room Break Room Break Room
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Announcements

B —fi%F25EIE | Precautions

s KETOMHEAIZEHTOTRZ B VLTI,

« FALK AL, RRFEOFEEZEDLE S DANADPET DRI EOF Y THLI L EZHEE L. TXTD
Fr UNAIBWTETREE L o TWE T, 2070, BEFIESSWER A

e A YR — IV ELRDRKERETOTRERIBIEZ {230 (XY MR MVEDOZHEN S RO AFIH) .
e THRETWRZINEAR—ZAL LT, KY2R0FE1#RELE2MREL THHZ S v,

o BERDOBEE. B, RAY —OFE R ERBREDFTHVLETT,

s BRNBEIEIZLLORBHAT— 72 EHEATBY TTOT, BREDHW R ARZUNTORFKITBIE
2728 W,

s REFMNICEEHIGIZH D FHADT, HFEFOLNIHEMETEBRL < 23w,

e HEINaE Y ANOBEF I VL MITHPFWZ1T A

* Please arrange your accommodation during the meeting by yourself.

* In light of the fact that Tohoku University is a public space where large numbers of people—
including underage students—gather, a complete smoking ban is in effect across all campuses.
Consequently, there are no designated smoking areas.

* Please refrain from eating or drinking in the Large Lecture Room (only beverages in containers
with lids, such as plastic bottles, are permitted).

* Please use Lecture Rooms 1 and 2 on the second floor of the venue as break areas where food and
beverages are permitted.

* Please refrain from photographing or recording oral presentations or taking photographs of poster
contents without the presenters permission.

* Please refrain from making public the contents of presentations outside the conference without the
presenters’ consent, as they may contain unpublished data.

* There is no parking available on campus, so please come by public transportation, such as the subway.

* The power outlets in Aobayama Commons are not available for use.

B 9 —yhERE (Wi-Fi) | Internet connection (Wi-Fi)
SYCiE. Wi-Fidghihr— € X [eduroam] % THIHWV 727200 3
* [eduroam| % CHIHOFHE GO HRVHEIZ, 2O [Wi-Fia—4—] IZTBH LB ZS v,
B i TRNL 9,
* [eduroam| % THIHWZ27210 v iid, FIHHAFRE %, Wi-Fix SRHW720% 3, 2o
[Wi-Figd—F—] ~"BBLLZSw,

Wi-Fi service “eduroam” is available at the venue.

* If you need assistance with connecting to eduroam, please visit the Wi-Fi Counter at the registration
desk. We will provide you with instructions on how to connect.

* If you are unable to use eduroam, you can access Wi-Fi after completing the registration procedure.

Please visit the Wi-Fi Counter at the registration desk.

The 9th Annual Meeting (Sendai) _



B 70—7 | Cloakroom
e 7O — 7 IR 20 EIMBRHEIT LD 9, FAHRMIZLLTOMY) TY,
1010H (1) 12:00 ~ 18:00
10411H (H) 8:00 ~ 17:00
10712H (H) 8:00 ~ 16:30

* The cloakroom is located in Lecture Room 8 on the 2nd floor of the venue. Operating hours are as
follows:
October 10, Sat., 12:00-18:00
October 11, Sun.,, &:00-17:00
October 12, Mon., 8:00-16:30

M {AZ= | Break room
o IKEHFE IR 20 B 1ERE L E2MBEEZ2 THH 23 v, FIHEFIZLDITO®ED) T,
105100 (1) 12:00 ~ 18:00
10H11H (H) 9:00 ~ 18:00
10H12H (§) 9:00 ~ 14:00

* Please use Lecture Rooms 1 and 2 on the second floor of the venue as rest areas. They are
available during the following times:
October 10, Sat., 12:00-18:00
October 11, Sun.,, 9:00-18:00
October 12, Mon., 9:00-14:00

B =7 | Registration
s BEINIEVXIEAILNCT UTOo@#E)ZMHE2TwE T, BHPLAADOKIE, —EZFETBHRL
{723V, Wy BLPWIEZL Yy M —FRFOATT (BETOBLINWIEITEEIEA),
10H10H (+)  12:00 ~
10H11H(H)  8:30 ~
105126 (H)  8:30 ~

* Registration will take place at the entrance on the first floor of Aobayama Commons as below. If
you are registering on the day of the event, please come to the registration desk. Please note that
payment is accepted via credit card only (cash payments are not accepted).

October 10, Sat., 12:00 -
October 11, Sun., 8:30 -
October 12, Mon., 8:30 -

T o [



M 555 | Shop
s XYl ou—y yETHHLZE W (PS5 KEaY - BEASKY MEN 2H),
https://www.eng.tohoku.ac.jp/map/f_guide/v--d,J12-01.html
10H10H (1) 8:00~22:00 #H OPEN
10H11H (H) 8:00~18:00 EfFFOPEN
10H12H (H) 8:00~18:00 EfFFOPEN
MEWPIZRMESTFEEINETOT, HOWBALZBTTOLET,

* Please use the Lawson store located near the venue (refer “Location map of Convention and
Banquet” on P. 5)
https://www.eng.tohoku.ac.jp/map/f_guide/v--1d,J12-01.html
October 10, Sat, &00 - 22:00
October 11, Sun., 8:00 - 18:00
October 12, Mon., 800 - 18:00
* Please note that convenience stores near the venue may be crowded during the conference.

Purchasing items in advance is recommended.

B :E2Y—E'X | Childcare services
e XYFNOFEREBICIIRERY v 7WFEHL T3,
o R4 FOMMD SEEREDOW, EhTW- 2 WEOFEMIX. FHFICEZETEE LTI,

* Childcare staff will be on-site at the childcare room at the venue.
* For safety reasons, we will contact users directly with details on the location of the childcare room,

what you need to prepare, etc.

B O5EEYYavICBIFBHBEEMM | Multilingual support for oral sessions
Mgty v ay (RHES - HHER) TEREZOZIPHERHEZH L ZEP-ES NI T, fka
7 E RIS S OFRTIMEBLE Ly 3 VIR T 25 L) HEHE Yy ¥ 3 Y ToORERIL,
AT EE UD b—72  (https://udtalk,jp/about/) #HW T, KEOH T A7) — VIZHROTFHZ
i LE oM IR E HHESOMEEIZA T A FICEEOHHEZED L Z LRI TVE T,

It is anticipated that many presenters in the oral sessions (organized sessions and contributed
sessions) will use Japanese. To make it easier for conference participants from various countries
and regions to follow these sessions, English subtitles—generated using the translation subtitle
tool "UD Talk" (https://udtalk.jp/about/)—will be projected onto a secondary screen at the venue.
Additionally, speakers in both organized and contributed sessions are encouraged to include English

explanations in their presentation slides.

The 9th Annual Meeting (Sendai)



M RX9—%=X | Poster presentations
¢« KA —K—FDH A Zid, # 193 cm x % 120 cm T3 ERAOMWERIE, KB THEVZL T,
FHRATIALZUTOEBIRITTEY T, BEREDOHITKAY —FIITHIZ LTSI,
HHHEA S —F5 104100 (1) 15:30~16:30 & 10H11H (H) 14:30~15:30
BEA A S — %5 - 104101 (1) 16:30~17:30 £ 10H11H (H) 15:30~16:30
« RAY —OWZIZI0A11H (H) DI7:00F TIZET L TLZE v, ME SN TREINI KA =13
HEETVLEEET,

* The poster board size is 193 cm (H) X 120 cm (W). To display posters, please use the pins provided
at the venue.
* Core time for presentations will be provided as follows. Presenters are requested to explain their
presentations in front of their posters during the core time.
Odd-numbered posters: 15:30-16:30 on October 10 (Sat) and 14:30-15:30 on October 11 (Sun)
Even-numbered posters: 16:30-17:30 on October 10 (Sat) and 15:30-16:30 on October 11 (Sun)
e All posters must be removed by 17:00 on October 11 (Sun). Posters not removed by the deadline
will be disposed of.

B K"X9—EFEE | Poster award evaluation
o WHHBSRIFICHRA Y —FBEEZ ML INTHEHEIIRAY —BEFEEEZZITT T, BEPAHLEINTES
ZI0H10H (1) 15:00F TICEZAF — 2R LTL F S0,

* If you requested to participate in the Poster Award evaluation when submitting your abstract, your
poster will be evaluated for the Poster Award. Presenters who have requested to participate in

the evaluation must put up their posters by 15:00 on October 10 (Sat).

B CPD%{T | CPD issuance (for Japanese only)
HIMEBEDNAF G RETIZ, WTO#E)CPDOFRITZ2FELTED 7,

CPDREITFOT S Ls « Bifil

o« MR ] 10H11H(H) 9:00 ~ 10:30 [141HL47]

o A2 104120 (H) 9:00 ~ 10:30 [1.38 544 ]

« KT ARY A 10H12H (H) 13:30 ~ 16:00 [2.33H44v ]
XA ETEHIE KR EFERDO R — A R—T TR L7230,

BRERAE
« WXL, BREER2, BT YARTTLOEKTRIS, KBOAT ) —VIZTRILA— PR IR
LEd,

e BTFRHOLDAT— M7+ VETRILI— F2RAR), HIAT7+—2 X DHGELTLZE W,
e AX— M7+ VETTIRILI— FE2HANBLZ ENTE L VAL, ZNTTBBRLLIZE N,

SO EEADNAZ ARG AR



TEER 1

Organized Session 1

IRISEDNADREEIE — v = a7 IV SEREEHIE « BN —
Quality Management for Environmental DNA: From Operational Manuals to
Certification and Standards

1T0H11H(H) 9:00-10:30
Oct. 11, Sun., 9:00-10:30

itE# | Organizer

RIEDNAZSHIMEELRER
Technical Standardization Committee, The eDNA Society

FEEE | Purpose of the session

BUSEDNATGH OS5 28575 ) BEEEDNA Z 4l ) 72D\ § 5 3R b 2 L35 & & b1z, A -
M EAT ) REDBHWER B, 2OT7T = OEFMZHRT 2720 0mHERPKOOLNL L )12k -
T& 7 REHER TR, TN TOREDNAZ GO EH TITbM TV A HEEEBOFERBIZONT,
W DOFBHZEZOOMANTHELHIT, EERDPOBI STHEFHOHE 2HMNT 5, $72, B
DNAIWZBD ZISODIwF OB & 255 L BT, 8 ) LIISONEERIZED L ) Bz 5 2
500 BUROFEZ EDRVBHMAT L. SHIZ. TNLHIHTLFROBEIBE R LDH, &S
KPP EREFINIOWTRL DB LR LB HFHEZT ) o

As the applications of environmental DNA (eDNA) continue to expand, the reagents, instruments, and
analytical workflows used in eDNA surveys have become increasingly diverse. At the same time, the
number of organizations and companies conducting eDNA analyses has grown substantially, creating a
pressing need to ensure the reliability and comparability of analytical results. This session will review
current practices in quality management for analytical methods, including eDNA, with reference to
international examples and recent initiatives led by industry. It will also introduce the latest develop-
ments in ISO standardization related to eDNA and discuss their potential implications for industry,
together with the associated challenges. Finally, considering ongoing activities within The eDNA Society,
the session will discuss future priorities for the Society and explore how quality management, certification,

and standardization can support the broader social implementation of eDNA technologies.

8& | Host
FE T (= AR | Keiko MURAOKA (Public Works Research Institute (PWRI))

#58HEA | Explanation of Purpose
B RIS (EA%) | Toshifumi MINAMOTO (Kobe University)

The 9th Annual Meeting (Sendai)



R IR & ER5
Quality Control and Certification

LI B () 5§ SDNARFZERT)
Hisashi YAMAKAWA (Kazusa DNA Research Institute)

TEEDOREEIL, DHEROBEMEZEATLIEELRRA ¥ b TH A, »T SDNAFZEFTIEIDNAICET %
R TE AT O MR TH 205, D) —2oD & LT, N T TOMFZERR R B IG Hr ixfi 2 FIH L
T Z T — E XA 2 - L T %0 BIRECHIENT ICD W T, SRR E L P2 5t 3 5 £t o
RET S [REE— X 7Tung ¥—| OBtz ENTHE—, ML L TW5E, 72, MR
FTDEEFLIT-oTHY, METAISOLHEL TS, 22T, FIETRKDONS [FHEEORE] &
ISOCRD SN2 [HEHEMENTFIEOBITEES | oW Cfiltiv, % # 2 2 FCTOBEEDNA ST O 5k
IZDOWTHE 272\,

IRIEDNAD T OHEREZZ A HREESEFHIDEELSERORE

Building a Quality Assurance Framework for the Social Implementation of
Environmental DNA (eDNA) Analysis: Current Progress and Future Perspectives

KB RE (R REREEMZET)
Munehiro OOTA (KenKan Consultants Co., Ltd.)

BREEDNAGHIE, WS R MRS BT B 2682 L LTEEMIERLTB Y, AR4E
FEA DI E T ZCBENEMT S [NIKBOEZHFE] ICHBEA SN Lnd, HAEEAOHENS
LIZEEF-oTWwb, LALAAS, K. DNAHH,. PCR. ¥ —7 Y Ak E& THICB T 5 FHEo
HEWIZRRET B0 ROIZS D XD E 2o TV b, RFEERTIZ, —Merk B\ B ARBREEH S 54 1%
KRMHEHET % BRIEDNAZGHT O A5 FE B BARBIRE 2L 12100 72 BGHLIC D W TR S Do HRIS. ARERHRG RE 2 H
ORI Z2BEHRI, RITIGE. B X OB BREE L ORREIZ O W THIE T 5,

IRE(L - ISONEZE L EXRTT & DRR
The Significance of Standardization and ISO and Its Relationship with Industry

*i= BE (=6 pEERNR AT

Tetsuo YASUTAKA (National Institute of Advanced Industrial Science and Technology (AIST))

ISO (EB A=A LFERE) X, IR P TR - 2AEOWE 2 [F U235 720D EEE B 2 17F 5 M8k T
5o ISOTIE KA BAEHHL) b TEB ) ERBEDNAIZOWT HISO TC147 (Water Quality) D b &

SC5 WG13 T BUBLDS I S N T b0 AR TIRISOLD 70 X LD E 7 X ) v b,
PEFFUCL- R B BIZOWTER T 5 & L I, B2 D 2 BR IO W THBZ W TIHIIT %,

SO EEADNAZ ARG AR



IRIEDNAZ R L ISOEAERES R DERIL

ISO mirror committee within The eDNA Society

ME BF (EF AT
Keiko MURAOKA (Public Works Research Institute (PWRI))

BE, BREEDNAICET 4 EEBME (ISO) 2RV TIRES NS & L B2, HEEDISOMMEIZE T % ik
MIHE > T, BEDNAFRIEIN T TISODFEERAHICKADOHEME 2 IkiE L CTE 72205 HREHNO
FEEREATBOBREZIWET 5720, FARNICEEDNAICHE T 2 EINISOE#REH S (WG) 25kE s
720 EHI. ZOWGOMEITIE, BREEDNAZ D BHOENF AN LR Tl Tk ol BRI
DNA®DEBHMEZIT 72, ZNFE TIZRWE) fAIZOWTHRET 5,

IRIEDNAGIRICBHITS T SV I EBDERK & FeE

Practical Implementation and Challenges of Blank Controls in Environmental
DNA Analysis

S BF (HARTEM)
Fumiko IMAMURA (Nippon Koei Co., Ltd.)

RBEDNAIZZ L OTHRZKRL 720, WEEBI D THLWEM TH 5. Y TGS O s
PR - d@Rk, hOLRSEIT AN IR - AT ) KR L o TB Y, FIHUENH S OKRE & HEEO R A
VIFEBMTEL L), MMARLTIHEORM 2D TVWE, T2, MHKKETRTT S V7 2% EL.
IHTERKERD 7 ) —F v TIRMOFERIZR . > TIEW LD, KEXZ2T7VTOT T v 7 EBEEL W
FHRHL L, ZOMRRLITHHEICHER L TwhH, ISOREEILIZEE LB TH 5 —F, MEOAREIZ
F=F e ) BARE, WREEEIVERTINICDH S, ERERTHRZILE L2 SEREZER, WE
BRI O FIZORIF TV E 20,

RIZIESEE & FEHTEOERE —RIEDNAOREEERDREN S —

Bridging Field Practitioners and Analytical Specialists — Environmental DNA
Quality Management in Practice -

=te Es) () R rZerT)
Seiji SAWAKI (CTI Engineering Co., Ltd.)

REEDNA O A B AL O EEMEDE £ 5, Bl R R B 5 E oW o8 Tt B
FHYF & GHTH Y FATHEHE L OOk 4 B BRITA W TEB Y, Kk L CTEEBIES TRV A LN
%o SOIHEOBRSGRERBZOLETH - TH, BENDGIHERITE OB BULHLE I 5
W HFEH R R E THER L. ARG EBOHiEZ BA-AMEZENTLE ) 20D 5,
HIEEORBEDNAO MEEHIE, 20X 23 oMHYZOME L BRTHF LTV 25 b % d A
bMb, AHIBZ & CEMEOE» O, FAIHE LB OM%EZ D% CHRE O =— X125\ THE#E
BB L7z,

The 9th Annual Meeting (Sendai)



IRIEDNAZ RO mESIEICEI I 51t DH Y i H
Quality Control in eDNA Analysis: Approaches in Our Laboratory

oAt EFS (WThHH)

Masatoshi NAKAMURA (IDEA Consultants, Inc.)

BREDNAGHONEEHICBW T U EH]T 203 a7 I 32— a3y GBI ORREH) L b a—
<~ ITT7—DilETH b, TNFTORNDHMADOHTHRIERNFHVEEZTVDL, A FFAHF =1L 5
R, AV ICXBBY MEURy MZXAHEEDO=2122oW T, ZOMEZHNT 5,

#88515% | General Discussion
EEER | Chairperson

IR FUSZ (v k) | Toshifumi MINAMOTO (Kobe University)

X5 —9— | General Discussion Commentators

Ldh #8 (ES k%) | Hiroki YAMANAKA (Ryukoku University)

Wl R () 2 $EDNA#FZEFT) | Hisashi YAMAKAWA (Kazusa DNA Research Institute)
KH FE (B #ExBEMseP) | Munehiro OOTA (KenKan Consultants Co., Ltd.)

RE B&E (=0 EEHR R AEZEFT) | Tetsuo YASUTAKA (AIST)

h#t EBE (W THH) | Masatoshi NAKAMURA (IDEA Consultants, Inc.)
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TEER 2

Organized Session 2

Decision-Ready Biodiversity Information —BAEHRIEZESKIRTHH —
Decision-Ready Biodiversity Information: Towards a Nature Information Society

1T0H12H(A) 9:00-10:30
Oct. 12, Mon., 9:00-10:30

iEEE | Organizer
WEE (@ bk | Michio KONDOH (Tohoku University)

FEES | Purpose of the session

WREIDNAX., AWEZ LY TBS 280 226, S0 BRREL L2 HIHEREBNERET L L
PR SNOOH 5, 20012k, BT = BRI N2 TlE a3 R ., T 3% H
2235 T & % Decision-Ready Biodiversity Information™~& H&® 5 Z ENEETH S, LFE. ANEM-
ONEZ Y v v 70V —xa/ I —HAifsela (JBE) & omM#EIZ X 2 A A1l 3l . BIOME -
LIME3 & 12 & 2 HARTE MO WHAL - 57l - A EEZEDTWD, AEHELRTIE. ZhHD%E
B IS, AR AR~ A L, AT - 23 - WSS 0B EIEND % 72D BBt
HMARLHE L HERT Do T LT, BEDNAZE L L ARERMEESOEI ST &R 2 RET 5,

Environmental DNA (eDNA) is expected to evolve from a technology for observing biodiversity into
an information infrastructure that supports societal decision-making. Achieving this transformation
requires more than simply accumulating observation data. Such data must be developed into Deci-
sion-Ready Biodiversity Information that can be effectively used by governments, businesses, and
local communities. In recent years, ANEMONE has advanced the assessment of nature-related value
through collaboration with the Japan Blue Economy Association (JBE), while also working with BIOME
and LIMES3 to visualize, evaluate, and translate biodiversity information into practical applications.
Drawing on these emerging initiatives, this session will discuss the mechanisms and partnerships
needed to transform nature information into societal value and connect it to decision-making by gov-
ernments, businesses, and local communities. It will explore pathways toward a Nature Information

Society built around environmental DNA.
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RIEDNABRAID S RAFr—A VT UI T I AN
From eDNA Observation to Nature Intelligence

plin: R e OB )
Michio KONDOH (Tohoku University)

BREIDNAX. AWML R 2 DRI 285k E LTRELTCE . —H, A F ¥ —RI T4 7D
FHIIZ, BT — 2 Z2FWT H720TH L TR 3, HSt2oB e 42Xz 5 [HRNER] ~
LEWT H I EARD BN L, Al Tld, ANEMONE% BIIC, FE#E(b S 7z AW 2 pvE Bl % ik &
L C. #lilll5— % % Decision-Ready Biodiversity Information ~N5E X 5Z 2 H##fMNnd 5, LT,
B2 5 WAL - GRAl - #hxFERANE D% D5 [Nature Intelligence | O ZHRZE L. HANEHTLE &%
BN T 7R ORI Z RET 5,

BRARHRZ [RA3] 5 [EX3] N —EVSRET - I ZRBREICDES—

From Visible to Actionable: Turning Biodiversity Information into Decisions

K EREB (B0 /31 A+ —2)
Shogoro FUJIKI (Biome Inc.)

W RAHAE, EPTERAZ0 TP RS VIR - BB - ke 2 B iz R T & 2Rtk 2 b D,
=)\ 7=y 2R EOBEIEISE NI BEEOREN E ESEOR ) ~NOMIS, BT &
DR AT - WHALZBE LT, BTS2 [ L1HM] ~NERTLLEND D, RFEXKTIE, AW
EAIZMZ 727 7)) [Biomel IZX 2 HREMBT— 5L, 207 —% 2443 - HIGHRIZBT 2 8
RO BRIT B AT 5, T2, HRMFET—%, ANEMONE, LIME3% % v ¥ aK—F L
THAE L. B - G-l - BEREZ RSO % & TTROBIE 2, H&THR 2 LW BV~ fmik
THEMERET b

BABE®RZS 1 TV« 7 IV EFHEICH»MAD

Integrating Nature-related Life Cyele Assessment into Decision-Making

(B EE (RAH K
Norihiro ITSUBO (Waseda University)

BBIDNAZ X Lo & ¢ 2 HABINBAT ORI X 0 EW O34 R LR DZAL 2 B W IHE L TR T
EHE)T kol EERBROBEIEITTHT 5121, Bl S BRERZ FREH LY 774
F o= ERONT, R R AP AOME LTI SN Do R TIE, AELE., it
FIH. KHBEICL2EWEHNE - AR —CEANOEEEZ T4 7V 4 2 VEE T 5 %1 F v —
7y 8T Y eSS, BRIDGEZ 0 Y =7 FORCRZH 2. BRFEDNAS O BIIE & 37 & 7
NVOFEEAL, Ry ARy Mg, @23 - &Rl - BOROZRIEANO L Cetk e 2w L 5o
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BABHN SHREE - SRMEN

Translating Nature Information into Societal and Business Value

51 8EtEE (Y xy X TV —x a3 —HAI e G/ I T e B T ZE )
Tomohiro KUWAE (Japan Blue Economy Association / Port and Airport Research Institute)

TN—=H =Ky 7L Ty MlEOEKRZFFE LT, BRIERZ I SMMERLEFMENE LT 57200
ZEZFTEREEHNT Do HRIIZEHMMICKELSLEHTE720, ORI F X —KI T4 TR T
b B HIRAND NS AR % 534 5 1213, Before-After Control-Impact (BACI) &wWo724r A% L
(R=2F4 V) LORBPATRTHLZLEE2IHPT L, E5I1T, BEDNAZ SO LML HARNERE
WH L. EMERRER AR — A2 it - T L L., gt & e, Ao BIue IR 2
BN B H A2 TR T,

The 9th Annual Meeting (Sendai)



Contributed Session 1

mEZ1leDNAGRRIIHEIEA 2V T S5(CTadh
Can Citizen eDNA Monitoring Become a Social Infrastructure?

108108 () 13:30-15:00
Oct. 10, Sat., 13:30-15:00

tE#& | Organizers

HEZ=E (W &mEPY9emfseir) | Manami KAKITA (Toyota Central R&D Labs., Inc.)
Eﬁnﬂ EX (fh&)lReEk4try—) | Yuta HASEBE (Kanagawa Environmental Research Center)
{EiE (BIE (Fdb k%) | Shusei SATO (Tohoku University)
B R CRJb k%) | Michio KONDOH (Tohoku University)

FEEE | Purpose of the session

BREEDNABMT OFEREIC X D AMEREBIINIIEZ 720 T2 . R, BER. £ 8425
BEMTELBEBANEERADDDH L, AELSTIE, Kororinll X5 EE Y 7 4 Z1HH L 72 BEBRBEDNA
BN, HBREKICE 2THRSIMMAWZ TSN, 747 I 710X 5 HEMAEwERNRE Lz F A 094
IUVARE, ERBEEERFOLRNT L. €OLT, 07 VI FEOFHEL, 2575 EH, 77—
B DR, BMEND 7 4 — KN 7 ke 2@ Rl 22 L@ 23E A2 FEm L, B0 Bty
D05 HTTRSIMAREDNABIM 4514 V7 IR I L7200 L RMEEZRLET 5,

Advances in environmental DNA (eDNA) technologies are enabling biodiversity monitoring to move
beyond the research community, allowing citizens, local governments, businesses, and other stakeholders
to participate in biodiversity observation. This session introduces a range of emerging initiatives,
including terrestrial eDNA monitoring using the Koro-rin mobility platform, municipality-led citizen
biodiversity monitoring programs, and citizen science projects focusing on soil microbial diversity.
Building on these case studies, the session will discuss common challenges, including standardized
sampling methods, metadata management, data quality assurance, participant feedback, and sustainable
operational frameworks. Through these discussions, participants will explore the design principles
and future vision required to transform citizen-based eDNA monitoring into a sustainable social

infrastructure for biodiversity observation.

Koro-rini&IC &K 2 S NIRRIEDNASAI O RREIC[IFT

Toward the Social Implementation of the Koro-rin Method

IBH B8Rk, ol B—. RE B (0 WP ae)
Manami KAKITA, Yoshikazu FURUTA, Takayuki NAGAYA (Toyota Central R&D Labs., Inc.)

Koro-rinikid, #TH MMEA» > HIME G  BEEEREDNAZ RN TE 22 L2 HIELTHIELZY 7
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YT/ TR TH B AFRETIR THHEOBE 2 EMEHMEBINNE OS2 5] M7y 27 T
FoNHE 2 b LI, WIEHEICHE £ 53804 A0 E) L TR C & 2 Bl T o#&EHI o w
THINT %0 FRIC, BUGER OMELR MEERD 72O D TR, BINHE DI 7 ke T & 24HAD <
DICHERZ LT, TRSMBBEREDNABIM O IR 72E L RE 2w T %o

METIZOF3ER —IRIEDNATH S5, EXALSEELGBEA—

A New Trend in Citizen Science — Learning About and Reflecting on the
Nature Around Us Through eDNA —

RAEE EX (rhas)IIREE R v 4 —)
Yuta HASEBE (Kanagawa Environmental Research Center)

RN TR M Z RN OBUR EATE) 2 )T 5720, WHISHEE D SH R - SEAESINS 2B
BEDNAGRA 2 920l L T\ %0 AMITAEREIZIT 90 il TR A Ly f - Rt - FLB & L7328 - |
MM L7z SBREF Y a ot Y =7 I 7 —HODNA DL MRS N IBRFEOR AL ICHEMEEZ R L 72,
ARG R IO RIS, TRAED 7 — 713, AWM, &R 4, JLRIE D FIH5E-
Dikrz LR HEMEL ) DOOH B FRIE. AMEHNZ O b ODflEA T3 ZFHl S A, AW 2 3R~
LPEFENIOICHELZEVHETH 5,

MR R SRS HMEY— LR TIRMEDER R~ DB

Exploring Earth-Cooling Microbes with Citizens: Toward Large-Scale Soil
Microbial Monitoring

AAIx 88, g LB, 3K 65— Cdek®)
Satoshi OHKUBO, Hiromi KATO, Yuichi AOKI (Tohoku University)

MEREANATH LB FE (N,0) ZHRT 2MEE HEISAOTL 2 Z2HME LT, TR
SO Y7 b THERGHIMED 2EE] 2O TV, AFHTIE. ZNHEICL 2 L8ELTO T
HEPREN & SR, BRBENSH O, MEWBHE O Z A G b, RO & 204 BB * i
BT LMEAOW Y MAEIANT 5o F720 BB ITHNTHEREZZ L. B TORERZ B 7z 2 v L&A
DRIFHHHAIZOVTEIDY B2, L - ZHHORB TR EED 205 2 EREIC % 2 W 7LD
HS&EbIT, 7= OME. FHANERESIMEMEOT ., 5% ORERICO W T L 72w,

INRILTF«4AAv3y | Panel Discussion

E5L—% | Moderator
TR R OEJL k%) | Michio KONDOH (Tohoku University)

INZRUZK | Panelist

IBH BEFEE (W @l d9emfseir) | Manami KAKITA (Toyota Central R&D Labs, Inc.)

REE EX (fh&)lllesgfl#tr—) | Yuta HASEBE (Kanagawa Environmental Research Center)
{EBE {E1IE (ddb k%% | Shusei SATO (Tohoku University)
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Contributed Session 2

IRIEDNASRRIRIZ D RATHR
Environmental DNA in Practice: Frontiers of Real-World Implementation

10811H(H) 11:00-12:30
Oct. 11, Sun., 11:00-12:30

EE# | Organizers

FIfE BT - #EEE {64C - (PBE —3F (IAF TABIZERT)
BK {BB& « IMBFD OS2 74y 7avHns s i)
e {iET] - 8 670 - KRS f - Il BE (B P JemT)

Keiko MURAOKA, Yuki TARUMA, Hajime ITO (Public Works Research Institute (PWRI))
Nobutaka MAKI, Toshikazu TATEMATSU (Pacific Consultants Co., Ltd.)
Seiji SAWAKI, Hirokazu HORI, Maki OSUGA, Yuki TSUKAKOSHI (CTT Engineering Co., Ltd.)

FfERE | Purpose of the session

BREEDN A (& )11 87 fﬁF-iﬁﬂ‘z F*i&’\é:‘iﬁﬁﬁﬁlﬁl%:r“ﬁ TNAL O EBFAENDOEA % 1L Lo,
FTBUG R R BRI B B U 2414 HARDDH % o, MBEHHR A DFEOIRITI Z . ‘Zﬁﬁéf)%iﬁ%‘ﬁﬂﬁ

BMOKFESE. + A DTk &, %ﬁ& S CHMBSS L FEESED SN T WD, AHHES

E O Z N EN ORI O M A L BIGREEZ AN L. XAV T A A v v a v xil L“C\ )JET

MW 22 15 VT e & S B OB L 2T 50 BRBEDNAFN OB E AL, BT =5 V74

WMERMREZ XA DI Fy—T v 27 LTOREZEZ S,

Environmental DNA (eDNA) technologies are rapidly expanding beyond research into practical appli-
cations across rivers, lakes, coastal and marine environments, and terrestrial ecosystems. Their adop-
tion in national environmental monitoring programs, including the National Census on River Environ-
ments in Japan, demonstrates the growing role of eDNA in public policy, biodiversity conservation, and
environmental management. In addition to biodiversity monitoring and rare species detection, eDNA
technologies are being applied to marine environmental assessment, agriculture, forestry, fisheries, and
on-site analytical systems. This session brings together leading public research institutes to present the
latest developments and practical challenges in implementing eDNA technologies in the field. Through
presentations and a panel discussion, participants will explore opportunities for cross-sector collaboration
and discuss future directions for establishing eDNA as a nature technology supporting environmental

monitoring and biodiversity conservation.

gl | Host

BEAR g Sy 749 7arHuy s )
Nobutaka MAKI (Pacific Consultants Co., Ltd.)
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RIBITHICH T DIRIZDNASG R DEA & EReE
Applications and Challenges of eDNA Analysis in Environmental Policy and
Management

e B— (ENF ErBRBEZERT)
Keiichi FUKAYA (National Institute for Environmental Studies (NIES) )

REEDNAGHZAEME RO E=5 ) VIR RERKICE T 26N FTETH Y. ER IS OBREITE
BT AIEHBHIFREEN S, — T BRFETEOI~OBEA RN 2 G I IER7EL  OEITFAE
T 5o AT, MG BRBEMTFEFT & E N BRBEIZerr & oL FEIgE L L CHed 5T & 29 R 0%,
V77 LY AT = RX=ZAD%N, FMBEOI Y MAIZOWTHAT S L &I, IO DOINE)ICEYE
L CHEM S N7 BREDNA G O HIIRERBEAT BN DE A & kel 25 IS B 1T 2 EICO W THRE T 5,
F 72, BN BB ZEITICH 72 1238 S N2 BRBEDNABIZEML S O LD HLA DWW T RN T %o

KHEERDEMSREE=IVU VD
Biodiversity Monitoring in Rice Paddy Fields

LUZS F550 (EIOF B3 - Aol e SER R S i Fepsst)
Satoshi YAMAMOTO (National Agriculture and Food Research Organization (NARO) )

SR AT B % K AR TR O AW AT 12 R BE e IR AL T H o 728, BIFEDNAGHT I
PO N— PV RE CFIE T 5o A TIIKH TOREDNAMZEFHF 2 /0 L. 1FRIICERI
DNAAVKHAERRIZBIF 2EMERLEE=5 ) X I E) EEINDINEER B,

BESFICHIT SRR IRZDIRIK
Current Research and Practical Applications in the Port Sector

I Bt (= S 22 SRl i 7eiT)
Shinya HOSOKAWA (Marine Environmental Information Group, Port and Airport Research Institute (PARI))

BEOSETIE, REDNABMOAFKIZ L )R CRELBOTNDLEWVWIEETH LD, TOEHED
FIHOWREEIZ DO W TUEE VLA T b, IBEAMLE T 2RI TlE. #IwIC X 8k, s
DIMADZEE, NOWEEOE R & BEEDNAOKZEM G2 kO 5% S OERIFAEL. HETE 5
BRI A r — VRO T A2HHDETH o720 LA L, WIEONEF ZERICE D, WRiE, B0
NREEZEL7ZDIC, EDOXH HHMIIH LT, BEDNAZEDO L) ITHZ 1TV OrEEZ LT = —
WA TWBIRNTH %, #HTIE, A DOINF TOWTERR & FEFHNMT 7-BEHICOWTHIE%
eftd %,
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BE « BREGEOD"ELRFRITETOERAZHET S

Estimate the Carbon Dioxide Sequestration Processes of Seagrass and
Macroalgal Beds

Y& IEFD (IE0F KPERFSE - 2B BEME 7K & JRAT 7 AT)
Masakazu HORI (Fisheries Resources Institute, Japan Fisheries Research and Education Agency (FRA))

BRBEEI1320244E, TOSEORERREAT A A XY MY ICHFEEOHER - R 2 WINEE L TR T
TEEL. ToRHEmE AR L. kTl EE5 IO RRYIEUR O B8 R E 158 E TS S
. ZIUTTE L H2WIUREL CRAIIAR Y 72 ) O LR RWIE) 1 KENTTE - ERMACRERE L L
THEMLU7ZBMKERFEICBTHE SNz, TOMEIZBWT, ES2 o LT brFEHKD
ARERFEDMH 2T BENICEAE> S BT HEOIRIIRITT 2 7ut X & 2Ol i O I B85k
DNAZ2STEH E N7 %2 A9 5o

eDNAY TS —ZRWIY Y JIVIREREE){EDER Y 2 d

Automation of Sample Collection Using an eDNA Sampler

B85 RF (EWF dEEnrse B s ies)
Tatsuhiro FUKUBA (Japan Agency for Marine-Earth Science and Technology (JAMSTEC))

FalZINTTIC, BEDNAYY VRO NMEIZ X 58 1L - K A M - BB b2 280 . BREEDNA
BIIROILFNCEHERT 5720, ZEABLSN/-EE [eDNAY 7 F — ] ORF LT - B2 L 0E
RBICBULEEREZBVEL TETWDL, 2NFE TIZI2Y ¥ TV ORI RE R RIS 75 — R,
RIEBRZ I X A ECOMMERRNZ TR T59 2 75—, EiEHSOKRKRY > 75 —%2 L
TETVS, FAEINLOEEICOVTIRTTIIRMFEEZ DO OEES X O — ¥ 20T HE 2K
MERo>TWDE, T TEeDNAY V75 —% w4 ¥ ZIVERILEEMEOI ) #LA IOV THAMNT 5,

#0854 | General Discussion
2R | Chairperson
B FISZ (fpk2:) | Toshifumi MINAMOTO (Kobe University)

X5 —49— | General Discussion Commentators

=i RE (B BRERBEIZERT) | Shigenari MIYAWAKI (KenKan Consultants Co., Ltd.)

S U&EH (EgyrRlZasmf2eit) | Hitomi S. KIKKAWA (National Research Institute of Police Science)
1RE B (EHF SR A7) | Tetsuo YASUTAKA (Integrated Research Center for Nature Positive Technology, AIST)
g5 2 (=E6F LoARBEZEPT) | Mai TSURUTA (PWRI)

A B— (EF Sz ssmiserr) | Keiichi FUKAYA (NIES)

LU 58 (EAF B e RN G seiésE) | Satoshi YAMAMOTO (NARO)

I Bt (=0 22 Bimiseit) | Shinya HOSOKAWA (PARI)

Y& IEFD (EIWF AKPEWFZE - B BERE AKELIRMIZEFT) | Masakazu HORI (FRA)

B85 =F (EF EEmsEsEMRE) | Tatsuhiro FUKUBA (JAMSTEC)
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Public Symposium

BERIEENZB8% - BIcUIBD=ER
Nature in the Information Age: Choices for Our Future

1T0H12H(A) 13:30-16:00
Oct. 12, Mon., 13:30-16:00

$t# | Co-organizer

RILKRZRA F—INI T« T RBRASRRIS
Nature Positive Sustainable Development Hub, Tohoku University

FERE | Purpose of the session

HRE, ZRGAEDRERENPEVITEELEVRY S, M T2 LT 2R AT AT, TD7
0. ZOIREZ B D FBIICIER L, Aok LTIHTAZL3AERTIEH ) TEAT
L7z LA LE4E, BIEDNAZ I LD LT HHEAMOFERICE D, BAOREZ MBI ICBII L, 2%
TR IA - EHTE S THRWEH 2HETES2RADHBI D205 ) 4. BRI, MHECkRE
DIOET TR 7B %, Wikt s, TROBEREZ XA et kfize s L LTw
T3, RYURIT AL, BARBEREMET 2L TELRL, TNEHEPEDOLIITHEHAL, LY EW
BRREIZOR T T 2w T 5% TYo

BRI, k. M. THA Ul BARNEHRE ERICHA TN T 22 v o E L & B2,
s HREHRIZHD 2D L DD
o HRIEHRIZA 2D DRIRE EHALEZ DD
o BG4S0l L 3 2 113 E RO 0

ik LE T

W7EB AT 5 HIMEIRE . TR 278 3k, it WRASTHT 2 BEREZHONITS 2 &
Ty TNENOMGIHITF SN HPHEEEDDH ) T2 E 2. THRERIE R ORKIEZSINE OFH
EEBITHE T,

Nature is a complex and dynamic system in which diverse organisms and environments continuously
interact. Because of this complexity, it has long been difficult to observe nature objectively and contin-
uously, and to use such information as a shared foundation for society.

Recent advances in environmental DNA (eDNA) and related technologies are changing this situation.
We are entering an era in which the state of nature can be monitored continuously and transformed
into Nature Information that can be shared and used by diverse stakeholders. Nature information is

no longer only a resource for research and conservation; it is becoming a new information infrastruc-
ture that supports decision-making by governments, businesses, local communities, and citizens. This

symposium focuses not on how nature information is generated, but on how it can be used to support

The 9th Annual Meeting (Sendai)



better decisions across society.

Bringing together speakers from government, business, local communities, and design, we will explore
questions such as:

+ Who is nature information for?

- How can nature information transform the choices we make?

- What is needed to establish nature information as a shared social infrastructure?

By connecting the nature information created through research with the decisions made by govern-
ments, businesses, local communities, and citizens, we will discuss the roles, partnerships, and institu-
tional frameworks needed to realize a Nature Information Society, and explore its future together with
the audience.

FE188 EFEE
HEA VTS5 & U TOIRIEDNADREZHE <

Envisioning the Future of eDNA as Social Infrastructure

TEE @ Gt k)
Michio KONDOH (Tohoku University)

BREDNAIZ, AR HICEALEE L DDODNAZHANL Z & T, HROREZ B2 O ZBIICIERETE
LR LVENTY ., REEHTIZ, BREDNAOERNLEZ HEebhr )R 3N T5LLBIT, TOK
B [HEMEFRLEMN] 5. 178 %, s, TROBEREEZ X2 2451 v 7 9N R
Loo®hbIlEMMLET, LT BARD [T & LTHaTig - HHEINLZ LT, FA2bD
HO LRI LD HITEDLLZOP, [HAREHRIMES] EVIFHLVEREEZREL, KV RY T A
EROBEAL LET,

£28 VYL—bh—2&J0O0AM—7T

Al $8F GREE K - REBRER s sy s)
Junko NISHIKAWA (Office of Marine Environment, Marine Environment Division, Environmental
Management Bureau, Ministry of the Environment)

FEKRE (B ~A 74— TR, B 737V —IUALT777 M) —, (—4) BikET—7 )
Taiki CHIBA (CHIBAJUU, Akiu & Tourism Factory, Tohoku Kizuna Table)

HBERE (Wo7bhu—2)
Nami URANO (Loftwork Inc.)
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Sponsored Seminar

108118 (H) 13:00-14:00
Oct. 11, Sun., 13:00-14:00

1t | Sponsor
HRatt/\14—L | Biome Inc.

RO BIEMSHERED [HRihT—5 ]

Society’s Need for Field Data on Biodiversity

(URENR B ERER
CEO Shogoro FUJIKI

TNFD*%°Nature Positive InitiativeZs &% 512, 3 - HIGMAKIZIZ, BRMEE) 2 78BN, B
D HERDIRIEZ MBI S 2 EARD LNIEDTWE T —T . SO THRERBFRAE 2 HilT 51212
I MRAMEOELSD ) T3, At I F—Tld, WRMMMA T, eDNA, TR, HEEH Y —
NEMAGDET, Gl - BRRECORTFAE=F) 70D EERLE T,

Against the backdrop of initiatives such as the TNFD and the Nature Positive Initiative, companies
and local governments are increasingly required not only to assess nature-related risks but also to
continuously measure the actual state of nature at specific sites.

However, conducting conventional surveys across numerous locations presents challenges regarding
costs and personnel. In this seminar, we will provide an overview of the context and explore monitoring
approaches that combine eDNA, citizen science, and integrated management tools to facilitate effective
assessment and decision-making.
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Poster presentations

[P-01]

ANEMONE : BABHIIRZZ 2 2 FHEBEOBE

— PRSI A 2 RRVEBIIN 225 BB E~ —

ANEMONE: Towards a Nature Information Infrastructure for Decision-Making
— Building standardized biodiversity observations to support society

S itk 2

Michio Kondoh"*

1LRILKS, 2. BEEE T OV R T LRSI

1. Tohoku University, 2. WPI-AIMEC

[P-02]

MESINEDIRIE DNA SAIEZZIET 2T —IINE - HRHBEEBOEE

Development of an Information Infrastructure for Data Collection and Knowledge
Sharing in Participatory Environmental DNA Surveys

BHA M b R R BIE T T R

Yuichi Aoki', Takeshi Obayashi', Shusei Sato', Michio Kondoh'

1.RILKF
1. Tohoku University

[P-03]
Kaggle: Platform for addressing eDNA metabarcoding bioinformatics barriers in the
global south

Marizka Juliano', Harris Wei-Khang Heng*, Alison Kim Shan Wee’, Tadashi Kajita'

1. TBRC, University of the Ryukyus, 2. UGSAS, Kagoshima University, 3. University of Queensland,
4. Universiti Malaysia Terengganu, 5. University of Nottingham Malaysia

[P-04]
MIRRIZIC & 31 DNA BEIG LR REREMRE 2 S ORETRICEA S N3
— FREREEDHER —

Reliability of Citizen Science Environmental DNA Surveys for Assessing Coastal Fish
Community Structure

T hhge i AR

Kagura Chiba', Michio Kondoh'

1. BiLKZFE
1. Tohoku Univ.
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[P-05]

IRIE DNA OFEEHRFADOMFEN—-ADHE. Hll. RE. AMEHOXRFRAZICHSITBRRE
RE

The current state and outlook of regional-based education, observation, practice,
and capacity building on environmental DNA in university laboratories

BT, A OCHR, NR i R FR ]

Satoquo SEINO', Megumi TAMURA', Kazuhiro KOMAGO', Nobuchika HARA'

1. AUNKZERF R TR

1. Kyushu University

[P-06]

E1I - A RIBHABRFAOEEICKDIRIE DNA EZIVU VT FEDRREEE M

Development and dissemination of eDNA monitoring methods through collaboration
among national and regional environmental research institutes

A B A BT AW ERD MM HETS, R AT A KH°, A9 IBSEC HA AR
Hl READ S HE 0, AR ELSE T PN R, AR G, Mgk IR B 28 e e
B BA"

Keiichi Fukaya', Yumiko Ishii', Mika Iwabuchi® Yuriko Okamura® Yuji Onimaru®,

Daisuke Kanemaru®, Nami Kikuchi® Yuya Saratani’, Eri Nakayama® Kazuya Nishida®,

Masayuki Hashida'®, Shusaku Hirakawa’, Susumu Matsuo', Kengo Mukai®, Koki Yano',
Tetsuhiro Watano', Yuta Hasebe"

1. ELIRIBHZER, 2. ) |IBTHIRIBHR AR, 3. AGETRERFHAE L2 —, 4. WA HERERNZHIER,

5. LB HAIRIBIZEAT, 6. MR HEERIEMICH, 7. G BFREREMIEH, 8. B REREMI,

9. RRERERFEMRAA, 10. RIFBERBAREMEL2—, 1. RERHEAAREMAZE L 2—, 12, BREEREHERFZHITR,
13. R | BRRERZ 02—

1. Natl Inst Environ Studies, 2. Kawasaki Environ Res Inst, 3. Nagoya City Inst Environ Sci, 4. Kobe Inst Health,

5. Yamanashi Inst Public Health Environ, 6. Kochi Public Health Environ Sci Res Inst, 7. Fukuoka Inst Health Environ Sci,

8. Fukuoka City Inst Hyg Environ, 9. Tokyo Metrop Res Inst Environ Prot, 10. Nagasaki Pref Inst Environ Public Health,

11. Nagano Pref Lake Suwa Environ Res Center, 12. Shizuoka Inst Environ Hyg, 13.Kanagawa Environ Res Center

[P-07]

Advancing aquatic biomonitoring in Ireland through DNA-based methods
Robert Moise!, Michael Connell’, Mary Kelly-Quinn', Jens Carlsson'

1. University College Dublin

[P-08]

SANZKDDEZFENDIRIE DNA E3R

SHTTENS 7 FEOIVIES  ~AlllhR ~

Implementing Environmental DNA into the National Census on River Environments
PR fiAd 2, 8 W) 12 AR AT

Yuki Taruma'®, Kenji Tsuri’? Keiko Muraoka'

1. ENTHRAERAR AN T AR, 2. MRS RIRIEMISFR
1. Public Works Research Institute, 2. KenKan Consultants Co., Ltd.
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[P-09]

mafinZFIA UCIRIE DNA Al olgeE

Potential of eDNA Monitoring by Utilizing Merchant Vessels
HH ST AR sedE L Tl R

Kyohei Yoshida', Akihide Kasai’, Michio Kondoh'

1.EBALKRE, 2. dtBEKRE
1. Tohoku Univ., 2. Hokkaido Univ.

[P-10]

IRI%E DNA Z AUV il RIS ESHE C @ T - B iEauiRst

Basin Study for basin-wide biotic integrity evaluation using environmental DNA
B4 ', wE k= B hg | R B R BA

Taiki Hanamoto', Seiji Miyazono', Takumi Hanaoka', Ryohei Nakao', Yoshihisa Akamatsu'

1 WAXRE
1. Yamaguchi University

[P-11]

EFERRRORESMSTMICEI ERILERE 3 ZEOREXI S/ LT

Long-read metagenomic analysis of three coastal bays in northeastern Japan toward
assessment of marine ecosystem health

FRIECCHEK Y, HEIE B 28 A 96 °, AESP 45 % b 92 %0 Kbk ik
Sota Hayashihara', Toyonobu Fujii*), Akane Kitamura®, Gaku Kumano*, Minoru Ikeda®,
Takeshi Obayashi'®

1. 8AbK - BreiEIR, 2. Ak K - B2, 3. 4tk - WPI-AIMEC, 4. &RAtK - Besdn

1. Grad. Sch. Info. Sci., Tohoku Univ., 2. Grad. Sch. Agr. Sci., Tohoku Univ., 3. WPI-AIMEC, Tohoku Univ.,
4. Grad. Sch. Life. Sci., Tohoku Univ.

[P-12]

IRIE DNA ZRWICEBER T — )V ORIERS B FHiC @) - BHaiRs

Basic study for biotic integrity evaluation of floodplain pools using environmental
DNA

EE G AER Y PR T R BA

Seiji Miyazono', Takumi Hanaoka', Ryohei Nakao', Yoshihisa Akamatsu'

1. LAXZE
1. Yamaguchi University

SO EEADNAZ ARG AR



[P-13]
KBRBICBIZDRREERSA VIIWIVY IS ZAEZIV VT FEDHRE

Development of a monitoring system for highly pathogenic avian influenza virus in
water environments

SR Y el RAE Y BRI BT, RIR B, HER WA, AR Y I R Y
Tomohiro Kuroita'?, Yoshinori Ando"? Kazuko Noguchi®, Yuto Matsui*’, Hirohisa Mekata®,

Ryo Iwamoto'?, Kentaro Yamada®

1. (#F) AdvanSentinel, 2. (#f) BF&REE, 3. BIFK - BELREE, 4. BIFK - EXEFMHRVT—FL242—,
5. NIBERAXZMENFHZE
1. AdvanSentinel Inc.,, 2. SHIONOGI&CO.,, Ltd., 3. Miyazaki Univ., 4. Center for Animal Disease Control, 5. Kawasaki Medical School

[P-14]

D4 N7 HEICH 3BTV MEMRHEOFH SIS LU HRERR

Seasonal distribution and environmental drivers of Schistosoma mansoni inferred by
eDNA analysis in Lake Victoria

WU QIANQIAN" Ngetich Benard®, i& /&5 % Sonye George Ododa’, Chadek Evans Asena’,
A 242 il g S, 0 J%+ ' HIfl # ¥ ' Wanlop Atcharaphan’, M. Njenga Sammy’,

Ouma Collins®, &% B H " 5 A3 *

Qiangian Wu'?, Benard Ngetich*, Eimi Nagahama® George Ododa Sonye®’, Evans Asena Chadek’,

Yuna Yamamoto®, Sachiyo Nagi®, Kyoko Futami’, Ayako Hyuga' Atcharaphan Wanlop’,
Sammy M Njenga’, Collins Ouma®, Shinjiro Hamano®, Toshifumi Minamoto®

1. RE#KE, 2. WA KE, 3. X/ KF (Kenya), 4. RIFBKE, 5. ASK Community Based Organization,
6. RRLZFERAKY, 7. Kenya Medical Research Institute (KEMRI)

1. Kyoto Univ., 2. Kobe Univ., 3. Maseno Univ. (Kenya), 4. Nagasaki Univ., 5. ASK Community Based Organization(Kenya),
6. Tokyo Women's Medical Univ., 7. Kenya Medical Research Institute (KEMRI)

[P-15]
Development of highly sensitive multi-marker qPCR assay for the eDNA detection of
Schistosoma haematobium

Haowen Sun', Qiangian Wu'®, Eimi Nagahama', Akinori Ogura', Salim Kaneno®,
Sharon Ngina Muli®, Changoma Juma®, Noriko Kobayashi’, Kyoko Futami’, Sammy M. Njenga®,
Collins Ouma’, Ayako Hyuga®, Atcharaphan Wanlop®, Shinjiro Hamano®, Toshifumi Minamoto'

1. Kobe University, 2. Nagasaki University, 3. Kenya Medical Research Institute (KEMRI), 4. Maseno University, 5. Kyoto University,
6. CHEMICHEMI YA TUMAINI CBO

[P-16]
Comparison of eDNA and PMA-based iDNA Detection across Filter Pore Sizes for
Harmful Algal Bloom Species Using qPCR

. 1 1 1 = 1
Sang-min Lee’, Kun-woo Yun, Hwa-seong Son, Mu-chan Kim

1. Gyeongsang National Univ.

[P-17]
Evaluation of Cell- and DNA-Based Standard Curves for PMA-gPCR Quantification of
Viable Marine Phytoplankton

1 1 . 1 = 1
Hwa-seong Son’, Kun-woo Yun’, Sang-min Lee’, Mu-chan Kim

1. Gyeongsang National University
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[P-18]

S\REEZR Cymbella janischii DIETXERZIRIE DNA EREZEERH SRS

Exploring the Factors Driving blooms of an Invasive Diatom Cymbella janischii Using
Environmental DNA and Watershed Spatial Analysis

A ) By R RF BRI E8 Rl

Yoko Kato-Unoki', Noriko Sano', Takumi Sugahara', Yasuhiro Mitani'

1. AUNKE

1. Kyushu Univ.

[P-19]

Comparison of Coastal Phytoplankton Communities Between Environmental DNA
and Propidium Monoazide-Based Intracellular DNA Metabarcoding in Korean Coastal
Waters

Kun-woo Yun', Hwa-seong Son', Sang-min Lee', Mu-chan Kim'

1. Gyeongsang National Univ.

[P-20]

Temperature-Sensitive Predatory Zooplankton Leptodora sp. in Korean Lakes:
Morphological and Molecular (COIl) Identification for Resolving Recent Taxonomic
Uncertainty

Geun-Hyeok Hong', Keun-Sik Kim? Ju-Duk Yoon®, Kwang-Hyeon Chang'

1. Kyung Hee University, 2. National Institute of Ecology

[P-21]

PHYTOPLANKTON COMMUNITY COMPOSITION AND SPATIAL HETEROGENEITY
ACROSS WET AND DRY SEASONS IN A TROPICAL VOLCANIC LAKE REVEALED BY
23S eDNA METABARCODING

Gde Raka Angga Kartika'®, Gyurim Bang', Hye-Eun Kang', Ah Ran Kim', Soo Rin Lee',
Sekar Larashati’, Muhammad Hilman Fu'adil Amin’, Hyun-Woo Kim'

1. Pukyong National University, South Korea, 2. Udayana University, Bali, Indonesia, 3.BRIN, Indonesia,
4. Universitas Airlangga, Indonesia

[P-22]

w=ibioE 3 B S S NI Alexandrium [B5e2 R 18S rDNA BCHIDREGERT

Phylogenetic analysis of full-length 18S rDNA sequences of Alexandrium recovered
from three bays along the northeastern coast of Japan

A0 Eik L ORAY AL BRI JeAT U R M BRI R0 H Y, Kbk R

Mizuki Tanika\yal, Naoki Sugimura', Toyonobu Fujii**, Akane Kitamura®, Yuichi Aoki’,
Gaku Kumano®, Minoru Ikeda®, Takeshi Obayashi'®

1. HAEX - BRIESR, 2. RALK - BRR, 3. LK - WPI-AIMEC, 4. BRILXZF - ToMMo, 5. RibAK - B

1. Grad. Sch. Info. Sci., Tohoku Univ., 2. Grad. Sch. Agr. Sci., Tohoku Univ., 3. WPI-AIMEC, Tohoku Univ.,
4. ToMMo, Tohoku Univ., 5. Grad. Sch. Life Sci., Tohoku Univ.
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[P-23]

BEEFERRICBIIZ TSIV BEDOREXIIES /ST ARFAEE PlanDyO

PlanDyO platform for long-read metaepigenomics of plankton communities in coastal
marine ecosystems

KM R R R JUR W R M REER R 0, M %

Takeshi Obayashi'?, Toyonobu Fujii*®, Akane Kitamura® Yuichi Aoki!, Gaku Kumano®®
Minoru Ikeda®?®

1. EBALKE - B, 2. HILKF - WPI-AIMEC, 3. BBILKE - BF, 4. FRILAZF - ToMMo, 5. BRILARE - &6
1. GSIS, Tohoku Univ, 2. WPI-AIMEC, Tohoku Univ, 3. GSAS, Tohoku Univ, 4. ToMMo, Tohoku Univ, 5. GSLS, Tohoku Univ

[P-24]

Detection of overlooked microbial interactions under field conditions using multi-
taxa, quantitative environmental DNA analysis

Masayuki Ushio', Kensuke Seto?, Maiko Kagami®

1. Hong Kong Univ of Sci Tech, 2. Yokohama National University

[P-25]

IRI%E DNA ZRW =S L L FRICH 1T 2R ES R DIEIEICRE T 22

Basic study on fish diversity assessment upstream and downstream of dam using
environmental DNA

e 3k, R A PR O R R

Takumi Hanaoka', Seiji Miyazono', Ryohei Nakao', Yoshihisa Akamatsu'

1 WAXRE
1. Yamaguchi University

[P-26]

IRIE DNA BEXIN—T—FT1 VT ZRAVTERNICH T DIENRENS 2 DHEDERINRE
Preliminary study on the impact of weirs on fishes in the Saba River using quantitative
environmental DNA metabarcoding

PR R, AER hg Y, KRR R R T WRE R RS BA

Shoki Matsuzawa', Takumi Hanaoka', Nozomu Onaka', Ryohei Nakao', Seiji Miyazono',
Yoshihisa Akamatsu’

1 IIOKEXRER
1. Yamaguchi University

[P-27]

BOERENSHfEED | IREFEOFEY  REBBETIVICLZ7TO0—F

Unravelling the seasonality of riverine fish detection using hierarchical modelling of
species communities

JVHI R R WL SERG T, ZRH BT

Tetsu Yatsuyanagi', Takeshi Ito?, Misaki Shiomi', Reiji Masuda'

1. REKRE 74— IURH, 2. BIKKF St
1. FSERC, Kyoto Univ, 2. TBRC, Univ Ryukyus
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[P-28]

O2J'U—RRIEE DNA X9 N—1—F 1 VT [C L R FEHE DRES R S EAIBIRRZ AR T D FIIFEHE
Simultaneous assessment of species and intraspecific genetic diversity in fish
communities using long-read environmental DNA metabarcoding

HEE SEAr BB A L B B ROEH EDGY LG MR CHIS A C, MIE BT AL A

Ryosuke Nakadz}il, Qiangian Wu? Ryoichi Tabata®, Yoshimitsu Takada® Yo Yamasaki’,
Takaya Iwasaki’, Toshiaki Souma Jo? Hiroaki Murakami®

1EREN AT, 2. REKE, 3. ERIEENEE, 4. EILELRFMERN, 5 HEROKZFAE, 6. RILKF

1. Yokohama National University, 2. Kyoto University, 3.Lake Biwa Museum, 4. National Institute of Genetics,
5. Ochanomizu University, 6. Tohoku University

[P-29]

IRIZ DNA ZAWG/I R0 | ORiFERE ~ERERYN D —JICLBLERE~

Fish Fauna Survey of Rivers in Ishikawa Prefecture Using Environmental DNA: A Large-
Scale Investigation via an Inter-School Network

OB A MG ORI BRI SR WL A WA R BuR REER Rm As

JIH 288 AR IRE " F Rk Mrim b2 ! IR b okEE ! MR 3 S B

H ek AR FEML Y, IR Bl R A

Mai Hayashi', Yu Hisada', Kouki Wada', Takenori Taniguchi', Issei Taguchi', Kazuki Sakamoto',
Yuito Komai', Renna Asada', Nozomu Kawada', Takuma Kubo', Shiori Kagawa', Riko Takehana',

Takeru Taniguchi’, Miki Tsuchishima', Yuna Tokushima', Himari Toda', Saya Nakashima',
Shiho Hayashi', Youko Bansaka', Fuua Yasuhara'

LANRItEREFR
1. Nanao High School

[P-30]

T ERERICH T DMEMES JURIFEDORZ K D L1822 KEIEE DHRE

Exploring key water quality parameters governing the formation of microbial and fish
communities in river ecosystems

PO AME, E E EA A

Shusaku Hirakawa', Jun Nakajima', Yuya Saratani'

1. B R RER AR
1. FIHES

[P-31]

IRIE DNA [CKBRENA Y AMEDRET  mlS JUEERIOANUF -3y
eDNA-based fish biomass estimation: cross-validation across sites and years

BOF WY, AwH RS I 0, R RER Y, R RIS

Moe Enokido', Tomohiro Katsuki® Itsuki T Hirayama® Itsuro Koizumi’, Toshifumi Minamoto’

1. PR AE ERABRESR, 2. tEBEAFEAER RERNER, 3.0EKE £HRER,

4. tBERFAFR MERIRIERIFHER, 5. @A AFAFER ABREREBEFWHIER

1. Fac. Glob. Human Sci., Kobe U., 2. Fac. Env. Earth Sci., Hokkaido U., 3. Inst. Life and Env. Sci., U. of Tsukuba,
4. Grad. Sch. Env. Earth Sci., Hokkaido U., 5. Grad. Sch. Human Dev. Env., Kobe U.
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[P-32]

LFZRETERIC 313 BIBHE DNA 2RIV F 9/ AT HRUS F ST N DL SISHEE
B Rg!

Kotomi Souma'

1 ILFZRICKREERES FFR
1. Yonezawa Kojokan Senior High School

[P-33]

FREERIVIIFIEBHICH I B F AT HEREBTRENRTERANRREORE
Detection of the Kanto indigenous strain and domestically introduced strains of
Oryzias latipes in the habitat of Pseudorhodeus tanago in Chiba Prefecture

thiE 5t

Ryo O. Gotoh'

1. TERIIFREEE
1.CBM

[P-34]

O U—RIEE DNA BF(C & DA T F (Salvelinus leucomaenis) DEGHIZARIEETE
—IERFBICERTF IS URERROA D FEEXRBIFEE [FUTF]| ER2KENDER—
Long-read eDNA Reveals Genetic Diversity in White-Spotted Charr (Salvelinus leucomaenis)
Native Haplotypes Successfully Identified in Kirikuchi Charr, the Southernmost
Population of the Genus Salvelinus

EEA RN MR AAEY Il S

Seiji Sawaki', Yuka Munakata® Tomomi Yamazaki®

1. (FF) BRI, 2. (%) RIBRE U —F
1. cti engineering co. Itd., 2. ER&S co.,Itd.

[P-35]

HIUEFREDIREZTDIERE DNA OFH ~tRYIESREHRESDOR)EH»~

The Use of Environmental DNA for the Conservation of Rare Species: Initiatives of the
Seboshitabira Conservation Council

KIE Mz ik Fh Y sk e AR BT R BT SR B Kk me!

Kazuyuki Ooi', Yosuke Nakatake', Takeshi Jojima', Fumiko Yamamoto', Mikako Ooba’,

Kiyoshi Uno', Tomomi Osugi'

1. — B EEANNRRERG S
1. Kyushu Environ. Eval. Assoc.
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[P-36]
IB1E DNA ZRWVWEAIFREEICHBIF D 7 AR (Salvelinus leucomaenis) SRIAVRU7Z DNA \T
O94 D5 meEn

Environmental DNA reveals a white-spotted charr (Salvelinus leucomaenis) mitochondrial
DNA haplotype previously unreported from the Shiretoko Peninsula

U PARNVINE ST | DEIE R ¥ N v

Masayuki K. Sakata', Tetsuya Ozawa', Takashi Kanbe', Hitoshi Araki'

1. dbEE R

1. Hokkaido University

[P-37]

IRIE DNA ZRAWSIO)N LY LA TFRICH 1T 27 1 DORZEESImDIERE

Estimating the Spatiotemporal Distribution of Ayu (Plecoglossus altivelis) Downstream of
the Haji Dam in the Gonokawa River Using Environmental DNA

N2 S = v i S (4 I i S A= /N

Yosei Yamasaki', Seiji Miyazono', Takumi Hanaoka', Yoshihisa Akamatsu'

1. WAXRZ
1. Yamaguchi University

[P-38]

FOEHRICH T B IRV D FF OGBS MENREE T DER DEZEA

Spatiotemporal distribution patterns of the Japanese eel (Anguilla japonica) in Lake
Shinji and their environmental drivers

A IR, NH OREE Y Ak REAC, B HGE Y IR RIS

Takumi Minamoto', Kohei Oda® Akihiro Nagata®, Teruhiko Takahara’, Toshifumi Minamoto®

1. R RZEEABREDR, 2. @R AFABREREBEFHZER, 3. BIREXFAFEREARZHRER, 4. BIERFEYERRFE
1. Fac. Glob. Human Sci., Kobe U., 2. Grad. Sch. Human Dev. Env., Kobe U., 3. Grad. Sch. Life. Env. Sci., Shimane U,
4. Fac. Life. Env. Sci., Shimane U.

[P-39]
Repeated eDNA Monitoring Reveals Spatial Variation in Amphibian Occurrence and
Assemblage Composition

Jia Lee!, Jeongeun Jeon', Yujin Kang', Youngkeun Song'

1. Seoul National University

[P-40]
Torrent in a Bottle: Developing Environmental DNA Protocols for Monitoring Endangered
Torrent Salamanders

Christopher Cousins', Brooke Penaluna®, Deanna Olson® Lindsey Thurman® Tiffany Garcia'

1. Oregon State University, 2. United States Forest Service, 3. United States Geological Survey
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[P-41]
ThUF U YauuF OERRITNEICRIT IERMBREFN RO ST

Evaluating pond sediment removal as a habitat restoration strategy for Hynobius
setouchi

WA Ze !t K4 JeK!, W HEZ? I RIS

Nana Matsumoto', Ryota P. Kitani', Masayuki K. Sakata®, Toshifumi Minamoto'

1. A AZEAFZRABRERBZAER, 2. BERFEAZ REFHER

1. Grad. Sch. Human Dev. Env., Kobe U., 2. Res. Fac. Agric., Hokkaido U.

[P-42]

WAZIREBHISICH T DY vavouFDIRE DNA ZAHVWCAEREAE
Mo B R LR

Ruka Yokoyama', Risa Okazaki'

1 W RICKREZEE S FFR
1. Yonezawa Kojokan High School

[P-43]

PXIATIVIE 2 EOZTIRFEFRAICAITT

Toward delineating distribution boundary between two Dryophytes frog species
I AL, Lee Jia®, RB BAZ°, A K4 Song Youngkeun®, § 3!

Akinori Ogura', Jia Lee?, Hirohiko Takeshima®, Hiromu Motozawa®, Youngkeun Song?
Toshifumi Minamoto'

LHFAFERFER ABREREFHEN, 2. VUIVELKE, 3. @FRELEEHMEM, 4 —REFEA=ZERRERE2EEM
1. Grad. Sch. Human Dev. Env., Kobe U., 2. Grad. Sch. Environ. Stud., Seoul Natl. U, 3. Fukui Satoyama-Satoumi Inst., 4. MEC

[P-44]

BIHUEF N—TCHIFBIRAT -V JCAIFIRIE DNA OERRET

Assessing the Application of Environmental DNA for Long-term Monitoring of a
Created Biotope

Akatsuka Maiko', ### 7', Mith 55!

Maiko Akatsuka', Chikako Watanabe', Tomohiro Uchiike'

1. KEGERHRA 1
1. TAISEI CORPORATION

[P-45]

ENNBOFRHAEBKIBICHS I DKEEY AT

Aquatic Organism Survey in the Joga River and Akaibori Drainage Channel
S8 KU, RER 135, KB EAY

Daisuke Konno!, Haru Kumagai', Kento Mizunuma'

1. BEASR
1. Ishinomaki Nishi High School
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[P-46]
Release Dynamics and Sample-Type-Specific Detection of Trigomphus melampus eDNA
Hye-Ji Oh', Ayu Fujita', Izumi Katano'

1. Nara Women'’s University

[P-47]

A NI N RDOEHRORAFEEEFNEH

Development of eDNA assay for Calopteryx japonica and its field application
A B A ALY IR I’

Yu Kawai', Akinori Ogura®, Toshifumi Minamoto®

1. A KE ERABREL, 2. R KAFEAFER ABREEREFZHIER
1. Fac. Glob. Human Sci., Kobe U., 2. Grad. Sch. Human Dev. Env., Kobe U.

[P-48]
NATIRG L DFRFAR RS KUFESALHROEIFRS KUTEA T EIRIE DNA RE S OREED
RS

Assessing the Relationship between Environmental DNA Concentration and the
Abundance and Within-Wetland Distribution of Flying Adults and Luminescent Larvae
in the Firefly Aquatica lateralis

FHIEA Y, =il A8 N I 1 0 Gk

Wakuto Udagawa', Sae Miura', Hiroki Uchida', Yuki Sasagawa', Hiroshi Itou'

1RSI
1. TOKYU CONSTRUCTION CO., LTD.

[P-49]

% ITS sl ZXIRE LT eDNA IERZEFNIC K DKEERDBEIFSFRSRERE

Inferring population connectivity of aquatic insects using eDNA-based intraspecific
analysis targeting the nuclear ITS region

WAy &2, U RS mk G, NIF BT

Kei Wakimura', Yui Otono', Ren Korai', Kimiko Uchii'

1. RERKAKREFE
1. Osaka Ohtani University

[P-50]

Koro-rin ;iZZRWAHRER U — 2T DolREM

Application of the Koro-rin Method to Invasive Species Screening
M B4 H " Hd A

Manami Kakita', Yoshikazu Furuta', Hidenori Tanaka'

1. kAR EHP R SRR
1. TOYOTA CENTRAL R&D LABS., INC.
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[P-51]
EZtFREY >V TV T[T LB F3> eDNA £ EEBMFI A D BIREFEICHkEE

Assessing the relationship between muntjac eDNA quantity from simple ground
surface sampling and habitat use

ANBE TR, AR 3D R B0 SR RS S, SR Y R OBE L Bk A, /il kil C
SRS VR S 2 R RNERY S

Chinatsu Kozakai', Nozomi Matsumoto®, Ryo Matsuoka®, Kazuma Takei®, Naru Suzuki’,
Ayaka Hata', Yusuke Goto®’, Hiroyoshi Koyama® Yoshinori Nakamura®, Takahiro Nakashima’,
Yuya Watari”?

1. IS, 2. R AT, 3. EHRELIKRE, 4 HAKS, 5. ZEEARBME, 6. HEREERH, 7. ZMIEEHITAR
1.NARO, 2.Tokyo Univ., 3. TUAT, 4. Nihon Univ., 5. Ibaraki Nature Museum, 6. Saitama Prefecture, 7. FFPRI

[P-52]

Z({EHR DNA ZAVHERILEBEOBREE Y+ /70 VHRINDLA

Species identification of wild mammals using fecal DNA: application to Asiatic black
bear detection

ffik W, IR RIS

Runa Tokunaga', Toshifumi Minamoto®

1. A AFE ERABREE, 2. @A AFAER ABRERBEFZHIER
1. Fac. Glob. Human Sci., Kobe U., 2. Grad. Sch. Human Dev. Env., Kobe U.

[P-53]

BUIMICH1F B Koro-rin ixZ AW BAREF ADIREL : FIRAT L DR
Evaluation of bird survey with Koro-rin method in Satoyama forests:
Comparison with visual surveys

Wb IR, ARR Zia ? B BLZR9E°, WH J5—° B R, R FISC?

Tomoe Katsumi!, Nana Matsumoto?, Manami Kakita®, Yoshikazu Furuta®, Hidenori Tanaka®,
Toshifumi Minamoto®

1. R AZEBRABRED, 2. R KFAFRABREREFZAZER, 3. kXt ERP R
1. Fac. Glob. Human Sci., Kobe U., 2. Grad. Sch. Human Dev. Env., Kobe U., 3. TOYOTA CENTRAL R&D LABS., INC.

[P-54]

RYAVAREEZRR I HDUDFETEDIRIE DNA E=-9UV T

Environmental DNA monitoring of foraging activity of great cormorants on released
spotted halibut juveniles

M AR BAEE Y B BRI, BREDIE Y OMAR R % EER EBARC KR RS e fih
ER EE 0, SHIR RS, L BEC ORI Mo Y Rl skt

Kazuki Kanoh', Hiroaki Murakami', Towa Onda', Takumi Gunji', Junya Uryu?® Shiho Sakaino®

Kanato Ogiso®, Kazushi Sumino®, Junichi Takagi®, Hiromichi Mitamura®, Yoh Yamashita®,
Toshihiro Wada', Satoshi Katayama'

1.HRAEKRE, 2. @BERKEERARAF, 3. REKE, 4 BEKRE

1. Tohoku University, 2. Fukushima Prefecture, 3. Kyoto University, 4. Fukushima University
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[P-55]

i FIRIZE DNA ZHWESYNFAFAII DR

Detecting Varroa destructor in honey bee hives by using terrestrial environmental DNA
HA B, B B

Karen Taya', Shoji Sonoda'

1. FEERE
1. Utsunomiya Univ.

[P-56]

(EEEBMAOEICS T 2K - 51 - REDPDIEY) eDNA HEEDLEER

Comparison of Plant Taxonomic Information Derived from eDNA Metabarcoding
of Stream Water, Sediment, and Topsoil in a Cool-Temperate Watershed on Sado
Island

AH RV, B SR R WUYT Y ORR A R EE T SR

Kazuki HONDA!, Yuto MIYAZAKI', Honoko YAGISHI!, Kosuke HOMMA', Hirohiko NAGANO',
Kazuki SUZUKT!

1 FRARE
1. Niigata University

[P-57]

HERICESENDIRE DNA HSti EiES VEHEY D HERFISRETESH?

Can symbiotic fungi of epiphytic orchids be detected from environmental DNA in
stemflow?

BIOE N, B 35 Ok MG, R SRt B R

Kento Rammitsu’!, Ayumi Sakata?, Mitsukazu Mitsugi®, Ryo O. Gotoh?, Masaki Miya*

1.EHEAZEKRER, 2. TEPRE, 3. TATEE, 4. BHAXRE
1. Univ. of Tokyo, 2. CBM, 3. Univ. of Tokyo Chiba forest, 4. Waseda Univ.

[P-58]

BERROIRIE DNA XIN—0—F 1 VI RICKDHME REFE DRI

Analysis of forest insect communities using eDNA metabarcoding of stemflow
PEEP ASE AR AP R AU

Kyohei Hamano', Yuya Ishihara® Toshifumi Minamoto'

1. R AZABREREFMER, 2. R AZEBRABRES
1. Grad. Sch. Human Dev. Env., Kobe U., 2. Fac. Glob. Human Sci., Kobe U.

[P-59]

BERUICIKTZEUR VW LEMSBSREE IV JEDRRE

Development of a rainfall-independent method for monitoring arboreal biodiversity
B A it B Rk sE, E R

Ayumi Sakata', Tetsuya Sado®>, Ryo O Gotoh', Masaki Miya®

1. FEEITHRZYEE, 2. ERENZER, 3. BEfEAFE
1.CBM, 2.NIES, 3.Waseda Univ.
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[P-60]
BRBIUAINS Yy THEFRIRE DNA [C& i8R R B MU EME DR

Detection of sap-associated insects and micro-biodiversity using environmental DNA
from tree sap and artificial traps

B A2t Sk ShE |, B kY, — i i

Hitoshi Kawakami', Hiroki Yuasa', Hiroki Kuroda', Tomohiro Ichinose'

1. BERRAY

1. Keio University

[P-61]

IRIE DNA Stz AW EHTEERBEFIAD e DY > FU Y JE DL

Establishment of eDNA sampling method for revealing flower-visiting insect communities
R k", Pl %% Ho el Al

Eimi Nagahama', Gaku S Hirayama® Atushi Ushimaru', Toshifumi Minamoto'

1. R AZABREREFMER, 2. WEAZEDRER
1. Grad. Sch. Human Dev. Env., Kobe U., 2. Ins. Life Env. Sci., Tsukuba U.

[P-62]

Development of a Sampling Methods for Arthropod eDNA in Grasslands
A g

Kensuke Kusumoto'

(Wi -2

1. KINDAI UNIVERSITY

[P-63]

A IREE DNA [C KB HFMERKIEE SEIEDERIZ R4 FHE

Assessing the genetic diversity of dominant tree species in forest watersheds using
stream environmental DNA

YRIL HIIR L, W SER, A BT S K BRIl A

Rina Horie', Kodai Hamatsu', Naoko Ishikawa', Daiki Takahashi® Yoshihisa Suyama’

1LRIEKRE, 2. K
1. Tohoku University, 2. Kyushu University

[P-64]

IRi%E DNA BROEHERMAEFRZEAVCLEEHMUE—MEY Y YT MRV FEDER

—E8M™ Verra VM0047 POV 1T MMIHIF 3 F iRzt —

Integrating Environmental DNA-Derived Tree Species Information into Remote-
Sensing MRV of Broadleaf Forests: A Preliminary Study within a Verra VM0047
Project in Shizuoka City

R e

Hiroyuki Nakamura'

1. B &#twoodinfo
1. woodinfo partners
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[P-65]

TIREY) DNA Z AU oERIZ RN T IRER

Forensic discrimination of soil samples by plant DNA metabarcoding
FI &AL B — 1 MBCRA MR

Hitomi S. Kikkawa', Hajime Miyaguchi', Kento Kumisaka', Kouichiro Tsuge'

1. BRI
1. Natl. Res. Inst. Police Sci.

[P-66]
Integration of Data and Abiotic Data for Predicting the Distribution of Indo-Pacific
Finless Porpoises in Hong Kong Waters

XIAOQI LIN', SHUTING QIU', SUIXUAN HUANG', MING WAI LI', CHENGBIN LIU',
OCEAN Rauszen', LUCIA HU', MASAYUKI USHIO'

1. HKUST DEPARTMENT OF OCES

[P-67]

Climate-Driven Northward Retreat Meets Vertical Constraints: eDNA Profiling Reveals
3D Habitat Compression for Polar Cod

Yangke Shang', Tatsuya Kawakami', Akihide Kasai'

1. Hokkaido University

[P-68]

IRIE DNA XIN—=0—F 1 VT IC&H>THSHICHGHIEBRABD T EE RO FEIE
Seasonal variation in brittle star detection in the Seto Inland Sea, Japan, revealed by
environmental DNA metabarcoding

WV B!, B R

Masanori Okanishi', Kei Okuda'

1. ILEBEBERT
1. Hiroshima Shudo University

[P-69]
Biotic and abiotic controls on historical population dynamics of the copepod
Paracalanus orientalis revealed by sedimentary DNA

Qiaoli Jiang', Michinobu Kuwae', Akira Tsujimoto?, Hitomi Yamaguchi®, Masatoshi Nakakuni®,
Kazuhiko Ichimi®, Akihiko Morimoto', Naoki Yoshie!, Akira Umehara’, Kazuaki Tadokoro’,
Narumi Tsugeki®

1. Ehime Univ., 2. Shimane Univ., 3. Kagawa Univ., 4. Hiroshima Univ., 5. FRA, 6. Matsuyama Univ.
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[P-70]
Nanopore REX I/ LhSHIHUT-5EER 18S rDNA [C& BB+ ERENI DRI

Identification of marine tunicates using full-length 18S rDNA sequences extracted
from Nanopore long-read metagenomic data

A AL, MR BE P deA VE°, HA M REEP Y, i £ R R

Naoki Sugimura', Toyonobu Fujii*?, Akane Kitamura®, Yuichi Aoki’, Gaku Kumano®,

Minoru Ikeda* Takeshi Obayashi'?

1. BbK - BEHR, 2. BAbK - Be, 3. Bdbk - WPI-AIMEC, 4. B4bK - ToMMo, 5. Bibk - BetEd

1. Grad. Sch. Info. Sci., Tohoku Univ., 2. Grad. Sch. Agr. Sci., Tohoku Univ., 3. WPI-AIMEC, Tohoku Univ., 4. ToMMo, Tohoku Univ.,
5. Grad. Sch. Life Sci., Tohoku Univ.

[P-71]
IRIE DNA X9 N—0—F« VI THRHE<LBEENICH T DRARHED
ZRTTHEIE

Revealing the Three-Dimensional Structure of Fish Communities in Maizuru Bay Using
Environmental DNA Metabarcoding

KB BAEET fPEE SR MG S, BB fEME S KR oKt
Hiroaki Murakami', Ryosuke Nakadai® Toshiaki Souma Jo’, Qiangian Wu®,
Daiki Kadotani Tomojiri®

T.RILKRE, 2. #EEIIKE, 3. REAE, 4 MEHIKRIEF ISR
1. Tohoku University, 2. Yokohama National University, 3. Kyoto University, 4. Research Institute for Humanity and Nature

[P-72]
Species association structure enhances compositional resistance to short-term
warming in marine fish communities

JIWEI YANGI, MICHIO KONDOH'
1. WPI-AIMEC, Tohoku University

[P-73]

KRET — 9 2RV BHEN R RIRHEICS A S E DT

Assessing the Effects of Urbanization on Coastal Fish Communities Using Large-Scale
Data

Kb HA !, AN K, g fd !
Yui Sueoka', Kota Ishikawa', Michio Kondoh'

1.R/ILKZF
1. Tohoku University
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[P-74]

IRIE DNA XBHRERAIC KB FRIBEEH CX T 2= 0FRiAFE DI Z™NNE
Spatiotemporal responses of coastal fish communities to ocean environmental
variability revealed by large-scale eDNA monitoring

SEREE Y, SO S B AR AR AR RIS BN A Bk FEE e JRLR R
A M, RN ZEE Y, T A

Kaito Shin', Naoma Motomatsu', Akifumi Tanabe', Hiroaki Murakami', Aiko Iwasaki',

Kota Ishikawa', Kagura Chiba', Shota Inoue', Tatsuya Miyamoto', Kanji Hoshikawa',
Michio Kondoh'

1 RIERE
1. TOHOKU University

[P-75]
Latitudinal and Thermal Drivers of Deep-Sea eDNA Phenology in Coastal Japan
Akshat Goyal', Michio Kondoh'

1. Tohoku University

[P-76]
BEMEMHEDATI T/ LEEIHHEZ AV COFRIREHROHE

Estimation of coastal environmental variables from metagenomic sequence features
of marine microbial communities
I R OERIE B e VS REEF R Y bE %0 KAk )R

Hayate Kato', Toyonobu Fujii*?

Takeshi Obayashi'”
1. HR4EX - BRIEHR, 2. WALK - B, 3. LK - WPI-AIMEC, 4. RIbX - Be4dn

1. Grad. Sch. Info. Sci., Tohoku Univ., 2. Grad. Sch. Agr. Sci., Tohoku Univ., 3. WPI-AIMEC, Tohoku Univ.,
4. Grad. Sch. Life Sci., Tohoku Univ.

Akane Kitamura®, Gaku Kumano®, Minoru Ikeda®,

[P-77]
Multitaxa eDNA Metabarcoding for Mapping Hidden Biodiversity and Potential
Community Interactions in Ramsar Mangrove Wetland

Jinping CHENG', Peiyuan Ye', Chuqi Long'

1. The Education University of Hong Kong

[P-78]
Fish biodiversity across tidal conditions in the Urauchi River subtropical mangrove
estuary revealed by eDNA metabarcoding

Bernadeth Grace Suerte Pananganan'®, Yukinobu Isowa® Marizka G. Juliano',
Maria Daniela Artigas Ramirez’, Hiroyuki Motomura'!, Tadashi Kajita"*

1. UGSAS, Kagoshima University, 2. TBRC, University of the Ryukyus, 3. University of Carabobo, Venezuela,
4. Kagoshima University Museum
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[P-79]
SFMRESSURBY >V I DIRIE DNA 1R&ESEICEET 3 TR

Preliminary analysis of eDNA sampling methods targeting on high sea fish and coral
assemblages
KiE i1, @WK ¥ &' Gardner Ayer Christopher', [N #R >, BHA K’

Yumiko Osawa', Kota Sawada', Satoi Arai', Ayer Christopher Gardner', Motoomi Yamaguchi®",
Mai Miyamoto®

1. KEMZE - BEWE KEBRMWIFR, 2. KEEEMBAEEZEAN B - AT LHAEEE EiDEGEmoten,
3.BAIX - 1— - TAKEH
1. Fisheries Resources Institute, FRA, 2. National Institude of Genetics, 3. JANUS

[P-80]

SHBICHITB VTV IEERVD Y IEICH T BIRE DNA X /N—

OA—F« VTR S A VY Y IBEDKRICH OIS REDE T EZENBHS TR T,

eDNA metabarcoding in shallow and mesophotic reefs reveals declines in diversity
and changes of compositions in scleractinian coral assemblages with depth in Yoron
Island

PPH B, SO WEH L AW F&T L WGE BEEE L M 5 K MR Y ok AT

Takeshi Noda', Haruhi Narisoko', Kanako Hisata!, Mayuki Suwa', Nobuhiro Okada?

Yuki Shimizu®, Noriyuki Satoh'

T HBRFEEMARERAS, 2NTTIZ2Z2r—>3>
1. OIST, 2. NTT communication

[P-81]

APV IEZERREVIRIE DNA X9 N—0—F 17 ZD&s

Evaluation of eDNA metabarcoding assays for Scleractinian corals (order Scleractinia)
FEAE WAL BB fAE S ORA SEKC TEEE TS IR RSO

Kotoko Shigenobu', Qiangian Wu®, Ryota P. Kitani®, Ryohei Nishizawa®, Toshifumi Minamoto®

1. R RZEBRABREE, 2. RBAZAERBEMZEH, 3. FRAERERABREREZHRR
1. Fac. Glob. Human Sci., Kobe U., 2. Grad. Sch. Sci., Kyoto U., 3. Grad. Sch. Human Dev. Env., Kobe U.

[P-82]

Express yourself - Assessing taxonomic diversity and functional gene expression of
subtropical shallow water coral reefs based on environmental DNA/RNA

Goesser Fabian', Jeffrey Jolly?, Roger Huerlimann® Timothy Ravasi®, James Davis Reimer®

1. Tohoku University, 2. OIST, 3. University of the Ryukyus
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[P-83]

Herbivorous fishes are central hubs of a coral reef fish interaction network inferred
from daily environmental DNA time series

AN AR, BEIE #0062 M K% I ek

Kota Ishikawa', Takuma Masui’, Keita Koeda?, Michio Kondoh'

1EAEAS, 2. TERAS

1. Tohoku University, 2. University of the Ryukyus

[P-84]

B BEHZEZNREUVIRIE DNA XI9N—-0—F 17 &D A7 I EZDOEYIESTTE
Multi-taxon eDNA metabarcoding for assessing the faunal assemblages of a dwarf
eelgrass bed

BEH K—1, AT REE B A ER

Taichi Fujii', Tomoyasu Shirako', Gaku Urushibata', Masatoshi Nakamura'

1. W TChHKA R
1. IDEA Consultants, Inc.

[P-85]

IRIE DNA WS 12/l [RKES K UER T 2R EICH 1T 2 B5EOREINR

Fish Detection Using Environmental DNA in a Small River Estuary and Its Adjacent
Salt Marsh

KA B, AR K AR BAEE S, BUH ERANC, M —A % Al Akt R
Azhikodan Gubash', Il e !

Saki Mizumura', Kanta Kobayashi®, Hiroaki Murakami’, Towa Onda®, Kazuki Kano’,
Satoshi Katayama®, Reiji Masuda®!, Gubash Azhikodan', Katsuhide Yokoyama'

1. RREEPIIAKFKRER, 2. fASH7T7/HEE, 3. RILKFEKRFER, 4. AHAFERFER
1. Tokyo Metropolitan Univ., 2. Techno Chubu Company, Ltd., 3. Tohoku Univ., 4. Kyoto Univ.

[P-86)

SOREBEB KOS KEICBIFZFFRETOT 1 DERIE DNA 3 DLLER

Comparison of environmental DNA distributions of yellowfin sea bream and black
sea bream in coastal waters and riverine brackish waters

PObk L EEP RRSR Y b T EA Y MR A, A BORER

Rin Nishibayashi', Sachia Sasano® Shinya Nakashita®, Tetsuya Umino', Kentaro Kawai'

1LIRBKRE, 2. KE#ERINH, 3. ETESEHEMIER
1. Hiroshima Univ., 2. Fisheries Technology Institute, FRA, 3. NIT, Kure College
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[P-87]
BIEBRNEE UCRERDBENDIERZ DNA TR

Exploring the seafloor sequestration of carbon fixed by farmed seaweeds using
seaweed-derived DNA

ANFR ZERER Y, A BAAT Y R KBRS U BE- T AR ORRSE S, BTEL M, b B (R B
PR L) — A 2 i i

Kotaro Kobayashi', Hiroyuki Fujimura', Taishun Kobayashi’, Teruko Konishi', Fumiaki Mori’,
Naoya Shinzato', Astuko Tanaka’ Yoichi Sato’, Gregory N. Nishihara® Michihiro Ito

1LEBRIRAZ, 2. RIGKZ, 3. 8MKE, 4. ®ILKE, 5. BHRG
1. University of the Ryukyus, 2. Nagasaki University, 3. Kochi University, 4. Tohoku University, 5. Riken Food Co.Ltd.

[P-88]

A physiological perspective on environmental RNA and fish reproductive behaviors
Marty Kwok Shing Wong', Yuto Aminaka', Susumu Hyodo'

1. AORI, The University of Tokyo

[P-89]

PMA ZR U7 1EBEFHFR eDNA O:ERIEH &) | |~ D@ FgET

Selective Detection of Gamete-Derived eDNA of Ayu (Plecoglossus altivelis altivelis) Using
PMA (Propidium monoazide)

BRIR B!, B B BRI, bl OB, vk R

Takaya Hirohara', Masahiro Ono', Takahiko Okamura', Tomoki Nakamichi', Hiroki Yamanaka®

1. KL EHKANSOT 7/ X IRIFEZEE, 2. EAKRF RGBT FIPRIER FR2
1. KANSO Technos Co., Ltd., 2. Ryukoku University

[P-90]

RIETIVY— L /sEVs (eExosomes/esEVs) HK RNA [CKDTHY FEMA X D&
Detection of pond smelt spawning events using RNAs derived from environmental
exosomes/sEVs (eExosomes/esEVs)

KB, IR, KT S, ARk SRR, A0S, ®IN s

Ryo Yonezawa'?, Lingxin Meng', Shigeharu Kinoshita', Nahoko Bailey-Kobayashi®,
Tetsuhiko Yoshida®, Shuichi Asakawa'

1.ERABRE, 2. BREMER, 3. REESHH - FimRlE SRR
1. The University of Tokyo, 2. Nihon University, 3. TOAGOSEI CO., LTD.

[P-91]

RN RYIY (Lefua echigonia) ZEXIHREUT: eRNA 247 | KIERERIC &3 FARE L STRRETE
eRNA Analysis for Lefua echigonia: Tank Optimization and Field Validation

ORI U WA Y TR RAEZ CEE MRS, R L ZRREC KA WA (L R BOH AAE T KT EC

Yicong Wang', Hirokazu Hori’, Mizuho Hirata’, Kaede Miyata®, Yasuaki Inoue®, Takeo Otani',
Tomomi Yamazaki', Yuka Munakata', Takafumi Mizuno'

1. SRS HRBEES U Y —F, 2. MRS ERRFMZEFR, 3. B4t
1. ER&S co., Itd., 2. CTI ENGINEERING CO.,LTD., 3. Kao Corporation
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[P-92]

RUIZAFILD—IL7ZBWVTIREE RNA CUIC KD V71 NN\ DEFEHEIETF per2 HRARIRDEH
Polyester wool-based environmental RNA collection enables detection of diel per2
expression in the Malabar grouper (Epinephelus malabaricus)

fazk BER T, PR B

Kodai Fukunaga', Akihiro Takemura'

1. BRER A
1. University of the Ryukyus

[P-93]

BEHRKREICKDERE-IVUV T LIRIE DNA XFL{EEERFICE DL
A9NIEOIDEFSEIISRS DRFEA

Continuous Monitoring with Automated Water Samplers and Environmental DNA
Methylation Analysis Reveal the Field Spawning Conditions of Hemigrammocypris neglecta
Pl —# N BRI RIS

Itsuki T. Hirayama', Kohei Oda® Toshifumi Minamoto®

1.IEARE £MRER, 2. R AFE AMREREFMEH
1. Tsukuba Univ., 2. Kobe Univ.

[P-94]
DNA Methylation-Based Age Estimation for Cetaceans in Hong Kong waters Using
Methylation-Sensitive High-Resolution Melting Analysis

Chengbin LIU', Masayuki Ushio', Yuen Wa Ho®>, Genfu Yagi®, Eszter Matra'
1. HKUST, 2. Cetacea Research Institute, Hong Kong, 3. University of the Ryukyus, 4. Ocean Park, Hong Kong

[P-95]
IR1E RNA/DNA D54 1EHRICE D <R EEED 5 FHl

Predicting the distribution of false-positive nucleic acids using biodegradation
parameters of environmental RNA/DNA

b R RH M SR HER IR Mz, Al Kkt
Yasuaki Inoue!, Kaede Miyata', Takahiro Suzuki!, Masayuki Yamane', Hiroshi Honda'

1. IEEMH At
1. Kao Corporation

[P-96]
SIRPIBICETTEIRIE DNA SFEDIRS : FRVY a7 ILEDHE

Toward high-throughput eDNA analysis: a comparison with the eDNA Society
standard manual

7 2HE Y B oK 3B PN ERT
Tomoyasu Shirako', Taichi Fujii', Gaku Urushibata', Masatoshi Nakamura'

1. WCTHKAEE
1. IDEA Consultants, Inc.
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[P-97]
Ny TY U FUYTEC K B RE R REIFRE DI

Investigation of the optimal deployment duration for Passive eDNA Sampling using
natural dried marine sponges

AL 4 AR S R BEIR BRW] RE Y BN ESE OKEP R ARAE BRORER Y, P HETE
R BT R BAC

Yu Maebara', Fumiko Imamura', Yasuhiro Kato', Mika Gunji', Kouhei Jinnnai', Fumiko Amano',
Shuntaro Itaya', Kohei Watanabe', Ryohei Nakao®, Yoshihisa Akamatsu®

1. BAIEMAEMY, 2. ILOKZF
1. Nippon Koei Co., Ltd., 2. Yamaguchi University

[P-98]

Ny 7Y TFS—DRERE  IBRERICES DNA EEETFH

Optimizing passive eDNA sampling: Theoretical framework for time-dependent eDNA
and retrieval

A ATE W

Hitoshi Araki', Masayuki K. Sakata'

1. 3bEE R

1. Hokkaido University

[P-99]

RIE DNA Ny T B YTV TEICBIFRDY VT IVIREREICE T B EEEMRES

Comparison of sample preservation strategies for environmental DNA passive
sampling method

R B, RTE R RPN S K BT R BOKER Y e B55A Y SR TR R R

Ryohei Nakao', Yu Maebara®, Kohei Jinnai®, Fumiko Amano®, Shuntaro Itaya® Yasuhiro Kato’,
Fumiko Imamura®, Yoshihisa Akamatsu'

TILOXE, 2. BAIEMA ST
1. Yamaguchi University, 2. Nippon Koei Co., Ltd.

[P-100]

IRIE DNA SREREDIH DI 77— U T L F AR ORET

Air Sampling and Sample Preparation Strategies for Highly Sensitive Environmental
DNA Detection

] D R Rl NP Ly W NI S W DT

Takashi Fukuda', Yasunori Sasaki', Koudai Gibu', Akira Iguchi'

1. BRI SRR
1. AIST
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[P-101]

IRI%E DNA 2#ICH 13 BRI E F AR DBREEN IC DOV T DRRE

Reproducibility and Variation in Results Among Methods in Environmental DNA
Analysis

i gt

Hisashi Yamakawa'

1. REFEEAD T EDNAFZEFR
1. Kazusa DNA Research Institute

[P-102]

IPC 0 PCR#HZFRZRWVWIZANNICHIT B0 HEENRZ 3L

Visualization of Mapping PCR Inhibition in Rivers Using IPC Amplification Efficiency
R GRS (3 R

Keiko Muraoka', Hajime Ito', Yuki Taruma'

1. EIARRAREN TAARR
1. PWRI

[P-103]

IRI%E DNA DiRHEICH 1T BUEKBBA SRS AR IRAEE D LEBETHT

Comparison of conventional filtration and a novel high-efficiency concentration
method for eDNA analysis

i B0 R SER° AR £t R RIS

Miu Nakajo', Ryota P. Kitani?, Nana Matsumoto®, Toshifumi Minamoto®

1. R KRZEEABRFEE, 2. #FAFABRERBZHZER
1. Fac. Glob. Human Sci., Kobe U., 2. Grad. Sch. Human Dev. Env., Kobe U.

[P-104]

Nanopore ZRW:ERE DNA B0 EE COFlm

Advantages of Nanopore Sequencing for Improving the Accuracy of Environmental
DNA Analysis

I B w0 R R

Masatoshi Endo® Shuichi Asakawa® Kazutoshi Yoshitake'

1IEEKRE, 2. RRKE
1. Kitasato University, 2. The University of Tokyo

T 40 [



[P-105]

Y554 MEFIZIRIE DNA O EY—H—ERBUZBH7?

Can satellite regions be a novel marker for environmental DNA?
A sek !, BE MR, I8 RIS

Ryota P. Kitani', Yuta Kunimasa', Toshifumi Minamoto'

1. A KERERABFEREFZ IR
1. Grad. Sch. Human Dev. Env., Kobe U.

[P-106]

NATUFAE—3> MIG-seq (hyMIG-seq) EICKDIRIE DNA H'S DIRHITEDEIRKER
Selective analysis of target species from environmental DNA using hybridization
capture-based MIG-seq (hyMIG-seq)

WA R, RN ET AR KB R A

Kodai Hamatsu', Naoko Ishikawa', Daiki Takahashi® Yoshihisa Suyama'

1LRIEKRE, 2. NKE
1. Tohoku University, 2. Kyusyu University

[P-107]

B4 primer ZHEULT — Mtinsects-16S DR —

Improvement and Enhanced Detection Performance of Universal Insect eDNA
Metabarcoding Primers (Mtinsects-16S) Targeting Mitochondrial 16S rRNA

Prob gk !, Pl —# Y, BAE Bk

Masaki Takenaka', Itsuki Hirayama', Yuta Hasebe®

1.HRKSE, 2. %) I BRENFEL V22—

1. University of Tsukuba, 2. Kanagawa Prefectural Government

[P-108]

EFL XIVIRIE DNA 3t~ DEMZBIIEL- 70— 4 b XM —[C KB RIEKPHAE - ZDEIR
#9537 EY

A flow cytometry-based cell isolation approach toward individual-level eDNA
analysis

WH BT R ER!

Kimiko Uchii', Michio Tomura'

1. KIRAAKRF
1. Osaka Ohtani University
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[P-109]

PCREMIFEDKRSICIENDDN? —FvU—F—N—VIZR—aV DA N =X L ERR—
How do PCR products spread ? —Mechanisms of carryover contamination and
prevention strategies

AR P

Shinichiro Kobayashi'

LHRAH BB

1. Shimadzu Corporation

[P-110]

R eDNA OIRE[A LICAIF =518 T 1 )L —(RFEDRHFE

Development of a post-filtration filter preservation method for increasing the yield of
long-fragment eDNA

(iR N S U

Masatomo Inagi', Satuki Tuji'

1. RESRFEARZ IR IR EMIER
1. Kyoto Univ., Grad. Sch. Info.

[P-111]

S LGHICH T BREEIRIE DNA OKFHR— M4 ERKMREEEN DRIE

Horizontal heterogeneity of fish eDNA in a reservoir and Its implications for sampling
site selection

(DI~ UM the St : I 5

TAKASHI INAGAWA', JIRO OKITSU', TOSHIFUMI MINAMOTO?

1. BB R, 2. R KF
1.0YO Corporation, 2. Kobe Univ.

[P-112]

BFREICHIT B ELEIRIE DNA BEDRSOETDREMLERS LU ZDERE - RIBKEN
Hierarchical comparison of variability in fish environmental DNA concentrations in
coastal ecosystems and their concentration and environmental dependencies

MG F#0 Y, A L pAas?

Toshiaki Souma Jo', Hiroaki Murakami®

1. REKRZ, 2. /RILKF
1. Kyoto University, 2. Tohoku University
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Sponsors

B tt/NAF—L

Bt BEIRIBIRSRR

RILEFERHFARHT

PIIR—=ITF 1V I A S

Rt EFRI St

BT/ RIAH - S

N T4y AT IR Ett

RIGREIRIBREHA ST

HRILEHKANSOFT T /R
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KenKan Consultants Co., Ltd.

TOHOKU CHEMICAL CO., LTD.

AMITA HOLDINGS CO., LTD.

OYO Corporation

TechnoSuruga Laboratory Co., Ltd.

PACIFIC CONSULTANTS CO., LTD.

Tohoku Ryokka Kankyohozen Co., Ltd.

KANSO Technos Co., Ltd.
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KANSO Technos Co., Ltd.

AdvanSentinel Inc.

TechnoSuruga Laboratory Co.,Ltd.

KenKan Consultants Co., Ltd.

Hiyoshi Corporation

Nippon Koei Co., Ltd.

SCRUM Inc.

Bioengineering Lab Co., Ltd.

QIAGEN K.K.
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Workshop
FAIRe : IEIEDNA (eDNA) F—9%FAIRICT B1=h0D v ik

HARSAVEREKDT—TVavT
FAIRe: Guidelines and Hands-on Workshop towards FAIR eDNA data

10B12H(B) 11:15-12:45
Oct. 12, Mon., 11:15-12:45

& | Host
FAIRe

Ei8¥& | Speaker

=18 £33 | Miwa Takahashi
(Commonwealth Scientific and Industrial Research Organization (CSIRO), Australia)

FfEEE | Purpose of the session

FAIR eDNA (FAIRe) 7u ¥ =27 bid, BH:DNA (eDNA) 7—7% % FAIR (Findable: &2l) 55,
Accessible : 77 £ XA T& %, Interoperable : flHEH TZ %, Reusable : HAIHTE %) 7 —#I27F
L5ZExRHFET, EBWNAZII =74 FEONYVMATT, KT —2 ¥ 3 v 7Tk, TTFAIReDH
DHLA & eDNATFZEIC L EE R X 5 7 — 7 B L 72FAIRe X ¥ T — % H 4 K54 VOBMEEHNML T T,
ZFOH Ny AF VRN T, T=F 7T =1 O, A TF—5 DA, BGEEEKEBEL 9,

The FAIR eDNA (FAIRe) project is an international, community-driven initiative aiming to make en-
vironmental DNA (eDNA) data FAIR (Findable, Accessible, Interoperable, and Reusable). In this work-
shop, we will first introduce the FAIRe initiative and provide an overview of the FAIRe guidelines.
We will then move to a hands-on session, where participants will learn how to create a data template,

populate metadata, and validate them.

BI= | Overview

e FAIRe D#A™

eRZ2 Y7+ (FAIRe-ator) #fioTHAZ LT 7L — b DIERK
e Excel7 v 7L — b\DOF—% AJJ

s i AWNE & BGET % — VFIARe-fier D34

o HEEISE

» Takahashi et al. (2025) A Metadata Checklist and Data Formatting Guidelines to Make eDNA
FAIR (Findable, Accessible, Interoperable, and Reusable) https://doi.org/10.1002/edn3.70100

* FAIRe Website : https://fair-edna.github.io/index.html

* FAIRe video tutorial : https://www.youtube.com/playlist?list=PLS6jqgZoUzto
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